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Defective images within this document are accurate representations of 
the original documents submitted by the applicant. 
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BLACK BORDERS 

TEXT CUT OFF AT TOP, BOTTOM OR SIDES 
FADED TEXT 
ILLEGIBLE TEXT 
SKEAVED/SLANTED IMAGES 
COLORED PHOTOS 
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GRAY SCALE DOCUMENTS 
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As rescanning documents will not correct images, 
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AE014851 standard; genomic DNA; INV; 251762 BP. 
AE014851; AE014188; 

AE014851 . 1 

08-OCT-2002 (Rel. 73, Created) 

13-FEB-2003 (Rel. 74, Last updated, Version 3) 

Plasmodium falciparum 3D7 chromosome 12, section 8 of 9 of the complete 
sequence . 



Plasmodium falciparum 3D7 

Eukaryota; Alveolata; Apicomplexa; Haemosporida; Plasmodium; 
Plasmodium falciparum. 

[1] 

1-251762 

MEDLINE; 22255705. 
PUBMED; 12368864 . 



Gardner M.J., Hall N. , 
Carlton J.M., Pain A., 



Fung E., White 0., Berriman M., Hyman 
Nelson K.E., Bowman S., Paulsen I.T., 



Eisen J. A., Rutherford K., Salzberg S.L., Craig A., Kyes S., 



R.W. , 

James K. , 
Chan M.S. 



Nene V. 



Allen J. 



Shallom S . J. , 
- Selengut J. , 



Suh B., Peterson J., Angiuoli S., Pertea M., 
Haft D., Mather M.W. , Vaidya A.B., Martin D.M., 
Fairlamb A.H., Fraunholz M.J.^ Roos D.S., Ralph S.A., McFadden G.I., 
Cummings L.M., Subramanian G.M., Mungall C, Venter J.C., Carucci D.J., 
Hoffman S.L., Newbold C, Davis R.W., Eraser CM., Barrell B.; 
"Genome sequence of the human malaria parasite Plasmodium falciparum"; 
Nature 419 ( 6906) : 498-511 (2002 ) . 

[2] 

1-251762 

Hyman R.W., Fung E., Conway A., Kurdi 0., Mao J., Miranda M. , Nakao B., 

Rowley D., Tamaki T., Wang F., Davis R.W.; 

; 

Submitted ( 13-SEP-2002 ) to the EMBL/GenBank/DDBJ databases. 

Stanford Genome Technology Center, Stanford University, 855 California 

Avenue, Palo Alto, CA 94304, USA 

[3] 

1-251762 
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RA Hyman R.W., Fung E., Conway A., Kurdi O., Mao J., Miranda M. , Nakao B., 

RA Rowley D.^ Tamaki T.^ Wang F., Davis R.W.; 

RT 

RL Submitted (29-JAN-2003) to the EMBL/GenBank/DDBJ databases. 

RL Stanford Genome Technology Center, Stanford University, 855 California 

RL Avenue, Palo Alto, CA 94304, USA 

XX 

DR GOA; Q8I0V1 . 

DR GOA; Q8I4U5 . 

DR GOA; 0814117. 

DR GOA; Q8I4V2 . 

DR GOA; Q8I4V3 . 

DR GOA; Q8i4V4 > 

DR GOA; 081475. 

DR GOA; 08I4V6 . 

DR GOA; 081477. 

DR GOA; 081478. 

DR GOA; 08I4W3 . 

DR GOA; Q8I4W8 . 

DR GOA; Q8I4X0. 

DR GOA; 0814X1 . 

DR GOA; Q8I4X5 . 

DR GOA; 0814X7 . 

DR GOA; 0814X8 . 

DR GOA; O8I4Y0 . 

DR GOA; Q8I4Y5 . 

DR GOA; Q8I4Y7. 

DR GOA; 08I4Y8 . 

DR GOA; Q8I4Z3 . 

DR GOA; Q8I4Z4. 

DR GOA; 08I4Z5 . 

DR GOA; 081428. 

DR GOA; Q8I4Z9. 

DR GOA; O8I500 . 

DR GOA; 081502. 

DR GOA; Q8I503. 

DR GOA; Q8I507. 

DR GOA; Q8I509. 

DR GOA; 081511 . 

DR GOA; 081512 . 

DR GOA; 081513 . 

DR GOA; 081515 . 

DR SPtREMBL; O8I0V1 ; Q8I0V1. 

DR. SPTREMBL; 08I4U2 ; Q8I4U2. 

DR SPTREMBL; 08I4U3 ; Q8I4U3. 

DR SPTREMBL; Q8I4U4 ; Q8I4U4. 

DR SPTREMBL; Q8I4U5 ; Q8I4U5. 

DR SPTREMBL; Q8I4U6 ; Q8I4U6. 

DR SPTREMBL; Q8I4U7 ; Q8I4U7. 

DR SPTREMBL; 08I4U8 ; Q8I4U8. 

DR SPTREMBL; 08I4U9 ; Q8I4U9. 

DR SPTREMBL; 081470; Q8I4V0. 

DR SPTREMBL; 081471 ; Q8I4V1. 

DR SPTREMBL; 081472 ; Q8I4V2. 

DR SPTREMBL; 081473 ; Q8I4V3. 

DR SPTREMBL; 081474 ; Q8I4V4. 

DR SPTREMBL; Q8I476 ; Q8I4V6. 

DR SPTREMBL; 081477 ; Q8I4V7. 

DR SPTREMBL; 081478 ; Q8I4V8. 

DR SPTREMBL; 081479 ; Q8I4V9.. 
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DR SPTREMBL; Q8I4W0 ; Q8I4W0. 

DR SPTREMBL; Q8I4W1 ; Q8I4W1. 

DR SPTREMBL; Q8I4W2 ; Q8I4W2. 

DR SPTREMBL; Q8I4W3 ; Q8I4W3. 

DR SPTREMBL; Q8I4W4 ; Q8I4W4. 

DR SPTREMBL; Q8I4W5 ; Q8I4W5. 

DR SPTREMBL; Q8I4W6 ; Q8I4W6. 

DR SPTREMBL; Q8I4W7 ; Q8I4W7. 

DR SPTREMBL; Q8I4W8 ; Q8I4W8. 

DR SPTREMBL; Q8I4W9 ; Q8I4W9. 

DR SPTREMBL; Q8I4X0; Q8I4X0. 

DR SPTREMBL; Q8I4X1 ; Q8I4X1. 

DR SPTREMBL; Q8I4X2 ; Q8I4X2. 

DR SPTREMBL; Q8I4X3 ; Q8I4X3. 

DR SPTREMBL; Q8I4X4 ; Q8I4X4. 

DR SPTREMBL; Q8I4X5 ; Q8I4X5. 

DR SPTREMBL; Q8I4X6 ; Q8I4X6. 

DR SPTREMBL; Q8I4X7 ; Q8I4X7. 

DR SPTREMBL; Q8I4X8; Q8I4X8. 

DR SPTREMBL; Q8I4X9 ; Q8I4X9. 

DR SPTREMBL; Q8I4Y0 ; Q8I4Y0. 

DR SPTREMBL; Q8I4Y1 ; Q8I4Y1. 

DR SPTREMBL; Q8I4Y2; Q8I4Y2. 

DR SPTREMBL; Q8I4Y3 ; Q8I4Y3. 

DR SPTREMBL; Q8I4Y4 ; Q8I4Y4. 

DR SPTREMBL; Q8I4Y5 ; Q8I4Y5. 

DR SPTREMBL; Q8I4Y6 ; Q8I4Y6. 

DR SPTREMBL; Q8I4Y7 ; Q8I4Y7. 

DR SPTREMBL; Q8I4Y8 ; Q8I4Y8. 

DR SPTREMBL; Q8I4Y9 ; Q8I4Y9. 

DR SPTREMBL; Q8I4Z0 ; Q8I4Z0. 

DR SPTREMBL; Q8I4Z1 ; Q8I4Z1. 

DR SPTREMBL; Q8I4Z2 ; Q8I4Z2. 

DR SPTREMBL; Q8I4Z3 ; Q8I4Z3. 

DR SPTREMBL; Q8I4Z4 ; Q8I4Z4. 

DR SPTREMBL; Q8I4Z5 ; Q8I4Z5. 

DR SPTREMBL; Q8I4Z6 ; Q8I4Z6. 

DR SPTREMBL; Q8I4Z7; Q8I4Z7. 

DR SPTREMBL; Q814Z8; Q8I4Z8. 

DR SPTREMBL; Q8I4Z9 ; Q8I4Z9. 

DR SPTREMBL; Q8I500; Q8I500. 

DR SPTREMBL; Q8I501 ; Q8I501. 

DR SPTREMBL; Q8I502 ; Q8I502. 

DR SPTREMBL; Q8I503 ; Q8I503. 

DR SPTREMBL; Q8I504 ; Q8I504. 

DR SPTREMBL; Q8I505 ; Q8I505. 

DR SPTREMBL; 081506; Q8I506. 

DR SPTREMBL; 081507; Q8I507. 

DR SPTREMBL; Q8I508; Q8I508. 

DR SPTREMBL; Q8I509; Q8I509. 

DR SPTREMBL; Q8I510 ; Q8I510. 

DR SPTREMBL; Q8I511 ; Q8I511. 

DR SPTREMBL; Q8I512 ; Q8I512. 

DR SPTREMBL; 081513 ; Q8I513. 

DR SPTREMBL; Q8I514; Q8I514. 

DR SPTREMBL; Q8I515 ; Q8I515. 

DR SWISS-PROT; 08I4V5 ; UT11_PLAF7. 

XX 

FH Key Location/Qualifiers 
FH 
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FT source 1.. 251762 

FT / chr omo s ome= "12" 

FT /db xref="taxon: 36329 " 

FT /mol_type=" genomic DNA" 

FT /organism="Plasmociium falciparum 3D7" 

FT /isolate="3D7" 

FT repeat region complement (7 0. . 161) 

FT /rpt__unit=TA 

FT / rp t_type=TANDEM 

FT repeat_region complement (206. . 243) 

FT /note="AT_rich" 

FT / rp t_t yp e=TANDEM 

FT repeat_region complement (262 350) 

FT / no t e= " AT_r i c h " 

FT / rp t_t yp e=TANDEM 

FT repeat region 355.. 391 

FT / rp t_t yp e =TANDEM 

FT repeat_region complement (355 .. 391) 

FT /rpt_unit=A 

FT / rp t_t ype=TANDEM 

FT repeat region complement (424 .. 453) 

FT /note="AT_rich" 

FT / rp t_t ype=TANDEM 

FT repeat_region complement (508 543) 

FT /rpt_unit=TA 

FT / rp t_type=TANDEM 

FT repeat region complement (589 627) 

FT /note="AT_rich" 

FT / rp t_t yp e=TANDEM 

FT repeat region complement ( 638 676) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat region 638.. 672 

FT / rpt_type=TANDEM 

FT repeat region complement (734. . 757) 

FT /note="AT_rich" 

FT / rpt_type=TANDEM 

FT repeat region complement (760 .. 843) 

FT /rpt_unit=TA 

FT / rp t_t y p e=T ANDEM 

FT repeat region 760.. 784 

FT / rp t_t yp e=TANDEM 

FT repeat region complement (869. . 952) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region 973.. 1006 

FT / rpt_type=TANDEM 

FT repeat region complement (973. . 1006) 

FT /rpt_unit=TA 

FT / rp t_type=TANDEM 

FT repeat region complement (1078 .. 1101) 

FT /rpt_unit=TA 

FT / rp t_t ype=TANDEM 

FT mRNA complement (<1118. .>7093) 

FT /locus_tag="PFL1990c" 

FT CDS complement (1118. .7093) 

FT /codon_start=l 

FT / db_x r e f = " GOA : Q8I515 " 

FT / db_x r e f = " S PTREMBL : Q8I515 " 

FT /product="hypothetical protein" 
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FT /locus_tag="PFL199 0c" 

FT /protein_id="AAN36482 . 1" 

FT /translation="MNKNTLTNNIHDKNYKYSKNRKASNDEMAYITNEEINMNNSHIGK 

FT EKNVDCNKDGTIFKLVDKNNNDMLLKDETKEFTSKSSNKDTVFLGEKGSRYLENTITNR 

FT I DT PLNRKNI SSI NNNNNNNNNNNNNNGDT I NFKNQVDNNSNI YNTAI YTNYDNGLGTR 

FT DDIYNNSCINNIDNSNSRNITNYIIRSNKIIKRKKNKIIYYNTTHNNRAITQKGYDIQE 

FT KYNSLDIVDKNKTEGVYNTDEINMECIENKLEDGYNNTNIWDKVNVSLSNCKLSEGENE 

FT ' KRSEEIYLNNFVSDKNDMlWTWDIN^nyIlW^IMMYSNNLGCEEK^ 

FT IDEMFIKKNDIEHINPDIIINNYKNNNIHKTTENIGNIKSNNNYINDRSTINGDKLKKL 

FT TNENIYHNEYNKNKSDDNTKYKNNRNYRNKYMNRKNNKNKTKNNANNNKSECINDGTNC 

FT SLYDSINSYNINNNNNN^A^E^^^TNIFKNTPFSHITMNENNIREDTSNIPVHTNKYLLMQ 

FT KNVNDIINFNIAKNNSTNENNILVDNMNDNLKEKNDMPDDIDKFLFNQNESISMDGTKY 

FT IMNDLEKCKTCMEGEKEINDVIEHISEKENIDTKKKKYSNKKKNHLPNLNSTIHTLKNN 

FT lYHNVDQKDEEKLGSNIINNTNSDINNNKMDENEHNNGNGNSNDNDNGNGNGNILGVHI 

FT SQHNNLINNMNSIISNEYTYMNEPKDENNNVPYNYNVRNIEDSSSCRNNINNVNLFGNK 

FT TYINVPNNIVTKMFNDTNRSTTNNKNNMNNISQIYENNPSLNNSLVITKTNMQDSINSN 

FT MNIIHNNNNNNNNNGVYFFNGGNNCVNVNCTKNTSNEKDVFNSSVSKKTLNENMSIERP 

FT VILNNSQMLEAFIQGRLCLSCDSLDHPMPLCPNNSFVCPNCHNVSHRGNDCPMKCRFCL 

FT KYHMGISIMDCLKKARIQTEKNNSNHDKKDNHNSSCSTSNNNMNKINKNSKSNDEKVNI 

FT GPRFDISTRPDNSYGRSVYVSNLSEDISNIQLRDTINLHLDNGFWNIDRQDGYAFVEL 

FT SNLYSTFQLVQKTVSINFKKLKIQFKKTGQFLIPDNLSQSFGNMKNFNININMNSTNNH 

FT NNNNNNYNNNNYNNNNNNNSNNNNNNNNNNNCNNNNYNIVEYNNKKPLTGPSNTLSKNI 

FT PNHMINKSLSNKGTTFLNIPPNRSRQYNNRSANNKGNMGANKQYNNKNNNNNNNKKKTN 

FT SNVNINHTNKSNQII^IINNNNINNNNNNNNNI>miNSNNNFNQYCSNNIMTVENSNTG 

FT KFTNTHLFNGDTFLENKNKNIYKSFHPKYSKNTPHLFNNQQKLFHATELQKVHQNSIEP 

FT REEVKKNDIKENIKKNYACSNSFDNEINKYHIPQKENNKMLTENNYQKNRNSYNVNTIM 

FT LDQNKKCKDNNLFGSVEYKINMENKNNFSNECNNSYDHNFIYNYNFSNDNKLPYKCSTS 

FT NNYNCPNNNNSQNDYNTTYNHGLSKVNENTDNSSIDIPFRNHDNKIISDYMNSNTNTTA 

FT SGFCPNTLFRSNDISNKLMNQEVNIYMNISNEENRQINKSMRNETNKTTATITTTSDNI 

FT MNASFFNTMLYVKDDYVDKCDEGNNSTNWIGYPENAINNNSNDNINIINSKNNMDNMNN 

FT IIYKNPPRNYMNNEIIVNTLNTFPHENKNISPKYINEKENDEFEYNTHLNIKSILDDAI 

FT EINQNTIDYDQYNYYDNIPSFNNNDNNIDKYTIQNNVDQNAVTNYNTSNYNIQMKEENN 

FT YKENDLLYYTNFDKTNIKNEEHIYINKNIWKDKFDNCYNICNDMFFGNNDIYDIFSNFN 

FT SLKMYENNIANDNIMENIGKHVNIDNIMNETTMDHIENDGTIDPIENDVTIDHTDNNGE 

FT DNNIAYNDTYIFNNNIRFNNTRLNNDTFQNVEDWNKNKLSDILKKNENIMFDDNKDMTN 

FT ENEQNKKDIDDLEILNIPYMKNMKDKELDAIEQDLERHIKALWNIRKIKIVKSYDVQK" 

FT repeat region 1492.. 1556 

FT /rpt_type=TANDEM 

FT repeat_region complement ( 1738 1759) 

FT /note="AT_rich" 

FT / rpt_type=TANDEM 

FT repeat region complement ( 17 69 1833) 

FT / no t e= " AT_r i ch " 

FT / rp t_ t y p e =TANDEM 

FT repeat region complement (2165 2229) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (2393 2494) 

FT /rpt_unit=TAAA 

FT / rp t_type=TANDEM 

FT repeat region complement (2749. .2818) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (3177 3198) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat_region complement (32 9 6. . 3471) 

FT /rpt_unit=TAA 

FT /rpt_type=TANDEM 

FT repeat region 3296.. 3370 
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FT /rpt_type=TANDEM 

FT repeat_region complement (3658 3781) 
FT /rpt_unit=T7\A 
FT / rp t_t yp e=TANDEM 

FT repeat_region 3658.. 3772 

FT / rp t_type=TANDEM 

FT repeat region complement (4137 4243) 
FT /rpt_unit=TAA 
FT /rpt_type=TANDEM 

FT repeat^region 4616.. 4644 
FT / rpt_type=TANDEM 

FT repeat_region complement {4616. . 4644) 
FT /rpt_unit=TAA 
FT / rp t_t ype=TANDEM 

FT repeat_region complement (4983. . 5004) 
FT / no t e= " AT_r i ch " 

FT /rpt_type=TANDEM 

FT repeat region 5034.. 5081 
FT /rpt__type=TANDEM 

FT repeat_region complement (5036. . 5135) 
FT /rpt_unit=TAA 
FT / rpt_type=TANDEM 

FT repeat region complement (5234 .. 5322) 
FT /rpt_unit=TAAAAA 
FT / rpt_type=TANDEM 

FT repeat_region complement (5666. . 5712) 
FT /rpt_unit=TAA 
FT / rpt_type=TANDEM 

FT repeat region complement (5766. . 5866) 
FT /rpt_unit=TJ\AAAA 
FT / rp t_type=TANDEM 

FT repeat region complement (5910 6022) 
FT /rpt_unit=TAA 
FT / rp t_ t yp e =TANDEM 

FT repeat region complement (6464. . 6594) 
FT /rpt_unit=TAA 
FT / rp t_t yp e=TANDEM 

FT repeat region 6701.. 6742 
FT / rp t_t yp e=TANDEM 

FT repeat region complement (6701. . 6742) 
FT /rpt_unit=TAA 
FT /rpt_type=TANDEM 

FT repeat region complement (7152 .. 7331) 
FT /rpt_unit=TA 
FT / r p t_t yp e=TANDEM 

FT repeat region 7206.. 7233 
FT / rp t_ t yp e=TANDEM 

FT repeat region 7280.. 7331 
FT / rp t_t ype=TANDEM 

FT repeat region complement (7373 .. 7441) 
FT /note="AT_rich" 
FT / r p t_t yp e =TANDEM 

FT repeat region complement (7518 .. 7547) 
FT /rpt_unit=TA 
FT /rpt_type=TANDEM 

FT repeat region complement (7814 7860) 
FT /note="AT_rich" 
FT /rpt_type=TANDEM 

FT repeat region complement (7905 .. 7954) 
FT /note="AT rich" 
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FT /rpt_type=TANDEM 

FT repeat region 7979.. 8005 

FT / r p t_ t yp e =T ANDEM 

FT repeat region complement {7979 .. 8005) 

FT /rpt_unit=TA 

FT / rpt_t ype=TANDEM 

FT repeat region complement ( 8018 .. 8100) 

FT /note="AT_rich" 

FT / rp t_t ype=TANDEM 

FT repeat_region complement ( 8168 .. 8221) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region 8222.. 8251 

FT / rp t _t yp e =TANDEM 

FT repeat_region complement ( 8222 8251) 

FT /rpt_unit=A 

FT / rp t_t yp e=TANDEM 

FT repeat region complement { 8300 8331) 

FT /rpt_unit=TA 

FT / r p t_t yp e=TANDEM 

FT repeat region 8378.. 8433 

FT /rpt_type=TANDEM 

FT repeat region complement (8378 .. 8433) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat_region complement (8454 .. 8485) 

FT /note= "AT_r ich " 

FT /rpt_type=TANDEM 

FT repeat_region 8552.. 8593 

FT / rp t_ t yp e=TANDEM 

FT repeat_region complement { 8552 .. 8593) 

FT /rpt_unit=TA 

FT / r p t _t y p e =TANDEM 

FT repeat_region complement ( 8742 .. 8792) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region 8820.. 8874 

FT /rpt_unit=A 

FT /rpt_type=TANDEM 

FT repeat region 8820.. 8858 

FT /rpt__type=TANDEM 

FT repeat region complement (8 87 6. . 8930) 

FT /rpt_unit=TA 

FT / rp t_t yp e=TANDEM 

FT repeat region complement ( 8975 .. 9011) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region 9020.. 9069 

FT /rpt_unit=A 

FT / rp t_ t yp e=T ANDEM 

FT repeat reglon complement (9171 .. 9241) 

FT /note="AT_rich" 

FT / rpt_type=TANDEM 

FT repeat_region complement (9279 9319) 

FT /note="AT_rich" 

FT / rp t_ t yp e=TANDEM 

FT repeat region 9330.. 9372 

FT /rpt_unit=TAAA 

FT /rpt_type=TANDEM 

FT repeat region 9330. . 9359 
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FT /rpt_type=TANDEM 

FT repeat region complement (9390. . 9677) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region 9706.. 9743 

FT / rp t__type=TANDEM 

FT repeat region complement (9706. . 9743) 

FT /rpt_unit=A 

FT / rp t_type=TANDEM 

FT repeat_region complement (9769. .9986) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat region 9904.. 9979 

FT /rpt_unit=TAA 

FT / rp t_type=TANDEM 

FT repeat region 9921.. 9979 

FT / rpt_type=TANDEM 

FT repeat region 9927.. 9980 

FT / rpt_type=TANDEM 

FT repeat region 10024.. 10048 

FT /rpt_unit=GAAAA 

FT / r p t_ t y p e =TANDEM 

FT repeat region 10105.. 10158 

FT /rpt_unit=A 

FT /rpt_type=TANDEM 

FT repeat region complement (10296. . 10357) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (10448 .. 10522) 

FT /rpt_unit=TA 

FT / r p t_t yp e=TANDEM 

FT repeat region 10455.. 10504 

FT / rp t _t yp e=TANDEM 

FT repeat_region complement (10563 .. 10638) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region 10683.. 10740 

FT / r p t_t yp e =TANDEM 

FT repeat_region complement (10683 .. 10740) 

FT /rpt_unit=TA 

FT / rp t _ t yp e =TANDEM 

FT repeat region 10813.. 10841 

FT /rpt_unit=A 

FT / rp t _t yp e =TANDEM 

FT repeat region complement ( 10852 .. 10930) 

FT / no t e= " AT_r i ch " 

FT /rpt_type=TANDEM 

FT repeat region 10937.. 11012 

FT /rpt_unit=TAAAAA 

FT /rpt_type=TANDEM 

FT repeat region 11090.. 11189 

FT /rpt_unit=TAAAA 

FT / rpt_type=TANDEM 

FT repeat_region complement (11198 11237) 

FT /note="AT__rich" 

FT /rpt_type=TANDEM 

FT repeat region 11239.. 11264 

FT / rpt_type=TANDEM 

FT repeat region complement (11239. . 11264) 

FT /rpt_unit=A 
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FT /rpt_type=TANDEM 

FT repeat region 11313.. 11333 

FT /rpt_unit=A 

FT / rp t _ t yp e =TANDEM 

FT repeat region complement (11383 11418) 

FT /rpt_unit=TA 

FT / rp t _ t yp e =TANDE M 

FT repeat region complement ( 11490 11534) 

FT /note="AT_rich" 

FT / r p t _t yp e=TANDEM 

^'^ repeat region complement ( 11625 11654) 

FT /rpt_unit=A 

FT / rpt_t ype=TANDEM 

FT repeat region 11682.. 11722 

FT /rpt_unit=A 

FT / rpt_t ype=TANDEM 

FT repeat region complement (11774. . 11802) 

FT /rpt_unit=TA 

FT / r p t_t yp e=TANDEM 

FT repeat region complement (11948 .. 11993) 

FT /rpt_unit=TAAA 

FT / r p t_t yp e =TANDEM 

FT repeat region 11964.. 11993 

FT /rpt_type=TANDEM 

FT repeat region 12111.. 12144 

FT / r p t _t y p e =TANDEM 

FT repeat region 12111.. 12143 

FT /rpt_type=TANDEM 

FT repeat region complement ( 12111 12143) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat region 12257.. 12285 

FT / rp t_type=TANDEM 

FT repeat_.region complement (12257 .. 12285) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat region complement ( 12329 .. 12416) 

FT /note="AT_rich" 

FT / r p t_t yp e=TANDEM 

FT repeat region complement (12463 12523) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat region 12481.. 12582 

FT /rpt_unit=TATAA 

FT /rpt_type=T7\NDEM 

FT repeat region complement ( 12602 .. 12713) 

FT /note="AT_rich" 

FT / r p t_t yp e=TANDEM 

FT mRNA complement (<12698. .>13960) 

FT /locus_tag="PFL1995c" 

FT CDS complement (12698. . 13960) 

FT /codon_start=l 

FT / db_xre f = " S PTREMBL : Q8I514 " 

FT /product="hypothetical protein" 

FT /locus_tag="PFL1995c" 

FT /protein id=" AAN36483 . 1" 

FT /translation="MNKKLEKSFSFIRNFAEKYKNVIFHGFKKGTVKTINKKNRKKKKQ 

FT NVTNIVDLKFKNPFINEEKKRKLDSFLMDQENELDLHENYTLFNKYNMTSDNLFFNLKN 

FT DNLYNNNNNNTSGTFLKSLNIENKNGDLSDDKIKINYLDSLNSLELKIKQEIKQNNDLL 

FT SKQKMMELNEYHYKTHNNGKKSEVRIKRTNSHLNKDSNRIYKRRKNNESQLDNVSIKSK 
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FT NKKKKKGYPNKDKSYSNSSKNINSNSNVDSKQIKGTCLIQHNEKIIKKTNQPDNENMNL 

FT NTENILLKNNELIKENTKNNLVFGKNIYENINDMFHNVFEVNQEHNKNDIIKTPINNLM 

FT DREHSNTSRNTNINNINNNHIDDNRNTNESNIKEVKSNTNQKDWELFHKHINNNGTPFK 

FT EDNTFDIFFNEPLETPSIFQI" 

FT repeat_region complement (12847. .12907) 

FT /rpt_unit=TAA 

FT / rp t_t ype=TANDEM 

FT repeat region complement (13214 13311) 

FT /rpt_unit=TAAAAA 

FT / rp t_ t yp e=T ANDEM 

FT repeat region complement (13618 13638) 

FT /rpt__unit=TAA 

FT /rpt_type=TANDEM 

FT repeat region complement (13650 13674) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (13962 13999) 

FT /rpt_unit=GAA 

FT / rpt_type=TANDEM 

FT repeat region 14009.. 14056 

FT / rp t_type=TANDEM 

FT repeat region complement (14009 .. 14056) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat region complement (14098 .. 14128) 

FT /note="AT_rich" 

FT / rpt_t ype=TANDEM 

FT repeat region complement (14163 14508) 

FT /note="AT_rich" 

FT / rpt_type=TANDEM 

FT repeat region 14224.. 14285 

FT /rpt_type=TANDEM 

FT repeat region complement (14224. . 14281) 

FT /rpt_unit=CAAA 

FT / rp t_type=TANDEM 

FT repeat region 14224.. 14266 

FT / r p t_ t y p e=TANDEM 

FT repeat region complement (14543. . 14613) 

FT /rpt_unit=TA7\AA 

FT / rp t_t ype=TANDEM 

FT repeat region 14547.. 14595 

FT / rpt_type=TANDEM 

FT repeat region complement (14646. . 14701) 

FT /rpt_unit=TA 

FT / r p t _t yp e =TANDEM 

FT repeat region 14662.. 14701 

FT / rp t_t yp e=TANDEM 

FT repeat region complement (14789 14948) 

FT / n o t e= " AT_r i ch " 

FT / rp t_t ype=TANDEM 

FT repeat region complement (14877 .. 14910) 

FT /rpt_unit=TA 

FT / rp t_type=TANDEM 

FT repeat region complement ( 14970 .. 15001) 

FT /rpt_unit=TAAA 

FT / rp t_type=TANDEM 

FT repeat region 15110.. 15173 

FT /rpt_unit=TAA 

FT /rpt_type=TANDEM 

FT repeat region complement (15291. . 15319) 
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FT /rpt_unit=TA 

FT / rpt_t ype=TANDEM 

FT repeat region complement { 15369 .. 15516) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region 15511.. 15535 

FT / rpt_t ype=TANDEM 

FT mRNA join(<15603. .15615,15757. .15969,16176. . 16254, 16451 16650, 

FT 16760. .16822,16922. .16983,17144. .>17284) 

FT /locus_tag="PFL2000w" 

FT CDS join (15 603. .15 615,15757. .15969,1617 6. .16254,16451. .16650, 

FT 167 60. .16822,16922. .16983,17144. .17284) 

FT /codon_start=l 

FT /db_xref="GOA: Q8l513 " 

FT /db_xref ="SPTREMBL : Q8I513 " 

FT /note="HMMPfam hit to PF00153, Mitochondrial carrier 

FT protein, score 3.3e-14" 

FT /product="mitochondrial carrier protein, putative" 

FT / locus_tag=" PFL2 0 0 Ow" 

FT /protein id=" AAN36484 . 1" 

FT /translation="MEHLKNLITGAISGAIVDAVLFPIDYIKTNIQTNNSFSIYDPRKL 

FT YNGILPTLIGTVPASAFFYCFYELSKKLLTDYNANINKSSLYLISTSIAEITACIIRLP 

FT FEILKQNMQVSGNISTLKAIYNISKKNDLPIYLLNSYLIMVAREIPFDCIQYFLWESLK 

FT EKGKKDFKNISEIYPTLTSALCGGIAGGISGFLTTPVDVIKSRQIIYGKSYIETIKDIS 

FT KGGFLSFYKGCYVRASYLCFGGMIFFGCLRFFSF" 

FT repeat_region complement (15617 15667) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (15708 .. 15766) 

FT /note="AT_rich" 

FT / rp t _t yp e=TANDEM 

FT repeat region 15978.. 16006 

FT /rpt_unit=A 

FT / rp t_t yp e=TANDEM 

FT repeat region 15978.. 16003 

FT /rpt_type=TANDEM 

FT repeat region complement ( 16100 .. 16156) 

FT /note="AT_rich" 

FT / rp t_type=TANDEM 

FT repeat region complement (16282 .. 16303) 

FT /rpt_unit=TA 

FT / rp t_t ype=TANDEM 

FT repeat region 16378.. 16403 

FT /rpt__type=TANDEM 

FT repeat region complement (16378 .. 16403) 

FT /rpt_unit=A 

FT /rpt_type=T7\NDEM 

FT repeat region 16631.. 16711 

FT /rpt_unit=A 

FT / rp t_t ype=TANDEM 

FT repeat region complement (16714. . 16774) 

FT /note="AT_rich" 

FT / rp t_t yp e=TANDEM 

FT repeat region 16837.. 16859 

FT /rpt_unit=A 

FT / rp t_type=TANDEM 

FT repeat region complement (16860. . 16895) 

FT /note="AT_rich" 

FT / r p t_t yp e=TANDEM 

FT repeat region 16990.. 17022 
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FT /rpt_unit=A 

FT /rpt_type=TANDEM 

FT repeat region 16994.. 17022 

FT / rpt_type=TANDEM 

FT repeat_region complement (17065. . 17137) 

FT / no t e= " AT_r i ch " 

FT /rpt_type=TANDEM . 

FT repeat region complement ( 17278 17366) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement { 17451 .. 17481) 

FT /rpt_unit=TAAAAA 

FT / r p t___ t yp e=TANDEM 

FT repeat region complement (17515. . 17595) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region 17626.. 17668 

FT /rpt_unit=TAAA 

FT / rpt_type=TANDEM 

FT repeat region 17630.. 17696 

FT /rpt_type=TANDEM 

FT repeat region complement ( 17672 17738) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat region 17694.. 17738 

FT / rp t_ t yp e=TANDEM 

FT repeat region complement (17780 .. 17899) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region 17936.. 17956 

FT /rpt_unit=A 

FT /rpt_type=TANDEM 

FT repeat region complement (17997 .. 18119) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (18151 18305) 

FT / no t e= " AT_r i ch " 

FT / r p t _t yp e =TANDEM 

FT repeat region 18356.. 18404 

FT /rpt_unit=TA7\A;\A 

FT / rpt_t ype=TANDEM 

FT repeat region complement ( 18429 .. 18470) 

FT /note="AT_rich" 

FT / rpt_t ype=TANDEM 

FT repeat region complement ( 18485 18512) 

FT /rpt_unit=TA 

FT / rpt_type=TANDEM 

FT repeat region complement (18624 18659) 

FT /note="AT_rich" 

FT / rp t_type=TANDEM 

FT repeat region 18711.. 18742 

FT /rpt_unit=A 

FT / rpt_type=TANDEM 

FT repeat_reglon complement (18744 18787) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat region 18755.. 18791 

FT /rpt_type=TANDEM 

FT mRNA join(<18856. .1902 0, 19268. .>20113) 

FT /locus__tag="PFL2005w" 
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FT 


CDS 


ioin(18856 .19020 19268 20113) 


FT 




/r'odon stai!'t=1 


FT 




/db xref ="GOA* Ofll^19" 


FT 






FT 




/note="HMMPf am hit to PF00004 ATPase f ami 1 v e^snri a1"pd 


FT 




with vairious cellular activities fAAA^ ^^rrirp 1 1p^ — IT" 


FT 




/i!)r"oduct=" reDlicat 3 on factor c subnni i" 4" 


FT 




/locus tag="PFL2005w" 


FT 




/protein id="AAN36485 . 1" 


FT 




/ 1 r a ri s 1 a t i o ri = "ME E D5? FKMR T iTiKR N T D T W T F. K'YR PK F T .HF V^friM P F^T' T MT T .K" T T 


FT 




S GISM PN L L LAGA P GT GKT T S I L C LAS E M T J GMO AK K A V T . F. T . M A ^ D n R r; T TvR 


FT 




KEIISLPPGKHKIIILDEVDSMTTAAOOSLRRIMELYSDTTRFAT.ACNO^^F.KTTnAT.OS 


FT 




RCAI I R Y FKLS DDQVLKR I LKICDLEN I KYTDDGLDALT FI ADGDLRKAVNCLQST YAG 


FT 




LEVINKENVLHICDIPSPERIENLLKHCVNSEWKKAHDTAY^MTKF GHTPYDT c:T.T<=!<;M 

J-J^ V ^ X ^ X v^JX ^ V J«J X X ^ x-^x^y ^ ^ ^ j_j x \ ^ X^ X^ JJ.X>JX \X X V XN *^ X-J V¥ X\X\J^LX X*m^ ^ *i X O X 1 JL X\^J VJXX X JT^ X X-' X O XJ X l^XN 


FT 




VLRRFNIGSEVIOIEFLKIGAMACNTMATGLTSVIOLDKLIAnwrMAAKTT.Rc^K'A" 

V XJ X\.x\^ x^ ^ \J XJ V «X ^ XJ X JmJ X X J» %JJ^X X^^NMi'X ^ X X X xJXJ X *^ V ^ XJ Xi/ X \ XJ ' 'r^ i r* V V Xm'X JXaa^XX ^ i I X\ 4^ X\i/*i 


FT 


reneat renion 


19023 .19046 


FT 




/rpt unit=A 


FT 




/rpt type=TANDEM 


FT 


reoeat reaion 

1 W|k/WWl« 1 WVilwl 1 


comolement (19076. . 19113) 


FT 




/ mt ijni1"=TA 

/ ^ ^ UllX-L U> X 


FT 




/ m1" 1" \/ri<a=TAMnFM 

/ X ^ L. ^ y C x^UNX'ilji i 


FT 


rpnpat rpnion 


19076 19101 


FT 




/rot tVDe=TANDEM 


FT 


1 citi/cai 1 cuivi 1 


r'OTnnl pmpn't" MQP'^S IQPfifi^ 


FT 




/note="AT rich" 

/ XX V*/ ^ X X. .X x«i' X X 


FT 




/rot tvoe=TANDEM 


FT 


rpnpat rpninn 




FT 




/rot unit=TA 


FT 




/rot tvoe=TANDEM 


FT 


ronpsit ronton 




FT 




/note="AT rich" 


FT 




/mt tvDe=TANDEM 


FT 




^ UILILJ X v^lLld X \ ^ \J ^ ^ O » » f ^ f 


FT 




/note="AT rich" 


FT 




/ rpt type=TANDEM 


FT 




comnl emenl" (90*^4^ ^0401^ 


FT 




/ rot unit=TA 


FT 




/rpt type=TANDEM 


FT 


reoeat reaion 


comolement ( 2 0402 20489) 


FT 




/note="AT rich" 


FT 




/rot tvDe=TANDEM 

/ X- ^ ^ jr X XlA N J_l X X 


FT 


reoeat reaion 


comolement (2 0494 20594) 


FT 




/ rot uni t=TA 


FT 




/ rnt 1- \7rjo=TAMnFM 


FT 


renpat rpninn 


20494 2'0523 


FT 




/ xp u uype — ii-iiNUJt»i''i 


FT 


mRNA 




FT 




/locus taa="PFL2Q10r " 


FT 


CDS 


i oin ( comnl RTnen t f 2 07 1 8 P'^'^SO) mTnr^^f^me^•n^■(7()f^9f^ '?^^^T7^^ 


FT 

£ J. 




/ OvJUL/Il oUcixL. — X 


FT 




/db xref="GOA' ORI'i11 " 


FT 




/db V rpa-F= " c; prpRFMRT. • Oftl'^1 1 " 


FT 




/not" e= "HMMP'F;^m hi 1" "ho PFnn97n nFHD /"TiFZiH "hmv "hoT -i /-'aoc* 
/ li w ni''ii''ixr X dill iixi— l-vJ c z \J \j ^ i kj f UiitrxLJ / U Hiinxl JJU^s. iic^_LXCa.S6^ 


FT 




<?core fl '^o — 49" 


FT 




/oroduct* = " DF AD / HF AH bov "h<alir*aQ<a nn h a i iro ** 


FT 




/locus tarr="PFT.201 Or " 


FT 




/protein id="AAN36486 . 1 " 


FT 




/translation="MNDAQIKDMMNDEEEKEEIEIKENINDKINEIDDNDDNDDGDDDG 


FT 




DDDDEDEDEDSDDNDDEDNDEDEDNDDNDDNDDSDNNDDDHNDVKKSSKNKKKNNEEMF 


FT 




DRSNHFDNFDNIMLDVRLRKALLYLFKYQHPTIIQKMSICKILNGHDVIISSKTGSGKT 
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FT MAYLIPWHNLIKFNLNEKDHLKFFYKCIIICPTEELCLQIYDVTKKLCTYLKDIITVN 

FT HNVNNTFYEHPTILISTPKDLCTHIIEKKKKNNLDILMNLKILILDEADVLHTQEFQSY 

FT LKTLTSYLPKKFNKKYQIVMASATLKRNILEKTKLFLHNPIYVSHEQKNESSFEKKKNK 

FT TNNTNSVIMKREEAGKNNIHDEGNEGKTKYQKFTGKAFYYVYKEELIKYIYLYNLIKIK 

FT IIPYKSIIFTTTIHDAYKIKIFLTYLNVSSSILNPNHPILIRQNIISAFNNSKFHFLIC 

FT PQYEKNNMKHVKGVLGSNKMDNVDGGDDNDDDEDDGDYNDDDDNDDDDNDDDNDDDNDN 

FT DDDEDNDEDEDNDDDDGDDNDDDNDDNNDDDNDNDDQTLNEPLSDNNSCRTYNSDDENE 

FT KTDDTTKLNEEKDFLYSRGLDFYDVKCWNFDMPSDSETFIHRIGRTCRLNNKGKCISF 

FT VNELNYGEKEFLQKLIEDKNICTMIKKNIQYNIVEKYRYRVESTLNKCTNKKIKLFIQK 

FT EILYQSLKSKELKDFFNTNINEKRKINKIIKHFNKAVIPQKLIKDRNQSIFLNKSKVKN 

FT KIIQKNNTNNKNKNNNNNIKPFALKNNNGLVITEQGYESQLTKEPEREVADPSKLPPLC 

FT GQRLRNYMYLKYIKGKKNKNGSNMNKSYNSNNKKRKNNNKYNNRYNKYNKKGINKNHNK 

FT RNTNFNRIQKKIIFLLSLFCMLQ" 

FT repeat region complement (20656 20714) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (20737 .. 20870) 

FT /rpt_unit=TAAAAA 

FT / rp t_t ype=TANDEM 

FT repeat region 21037.. 21076 

FT /rpt_type=TANDEM 

FT repeat region complement (21037 .. 21076) 

FT /rpt_unit=TAA 

FT /rpt_type=TANDEM 

FT repeat region 21692.. 21899 

FT / rpt_t ype=TANDEM 

FT repeat region 21692.. 21720 

FT /rpt_unit=CAT 

FT / rp t_type=T;\NDEM 

FT repeat region 21722.. 21899 

FT /rpt_unit=CAT 

FT / rpt_type=TANDEM 

repeat region complement (22084 .. 22106) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (22126. .22220) 

FT /note="AT_rich" 

FT / rpt_type=TANDEM 

FT repeat_region complement (22553 .. 22614) 

FT / no t e= " AT_r i ch " 

FT / rpt_type=TANDEM 

FT repeat region 23097.. 23255 

FT /rpt_unit=CAT 

FT / rpt__t ype=TANDEM 

FT repeat region 23099.. 23255 

FT / rp t_t yp e=TANDEM 

FT repeat region complement (23381. .23412) 

FT /note="AT_rich" 

FT / rp t_ t yp e =TANDEM 

FT repeat region complement (23461. .23688) 

FT / no t e= " AT_r i ch " 

FT / rp t_type=TANDEM 

FT repeat region complement (23735 .. 23764) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat region complement (23769. .23801) 

FT /rpt_unit=A 

FT / rp t_t yp e=TANDEM 

FT repeat, region complement (23806. .23840) 

FT /note="AT rich" 
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FT / rpt_type=TANDEM 

FT repeat region complement (23843 23886) 

FT /rpt_unit=TA 

FT / rp t_type=TANDEM 

FT repeat region complement (23890. .23923) 

FT /note="AT_rich" 

FT / rp t_t ype=TANDEM 

FT repeat region complement (23964 23991) 

FT /note="AT_rich" 

FT / rpt_t ype=TJ\NDEM 

FT repeat region complement (23992. .24106) 

FT /rpt_unit=TATAA 

FT /rpt_type=TANDEM 

FT repeat region complement (24121 .. 24155) 

FT /note="AT_rich" 

FT / rp t_type=TANDEM 

FT repeat region complement (24174 24284) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region 24204.. 24227 

FT /rpt_unit=TATAA 

FT /rpt_type=TANDEM 

FT repeat region complement (24285 24332) 

FT /rpt_unit=TA 

FT / r p t_t yp e=TANDEM 

FT repeat region 24285.. 24316 

FT / r p t_t yp e =T ANDEM 

FT repeat region complement (24392 .. 24459) 

FT /note="AT_rich" 

FT / rpt_t ype=TANDEM 

FT repeat region complement (24481 .. 24543) 

FT /rpt_unit=TA 

FT /rpt__type=TANDEM 

FT repeat_region complement (24586. .24658) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat region 24618.. 24658 

FT / r p t_t ype=TANDEM 

FT repeat_region 24667.. 24696 

FT /rpt_type=TANDEM 

FT repeat region complement (24667 .. 24696) 

FT /rpt_unit=A 

FT /rpt_type=TANDEM 

FT repeat_region complement (24737 24762) 

FT /rpt_unit=TA 

FT / rpt_type=TANDEM 

FT repeat region complement (24854. . 24954) 

FT /note="AT_rich" 

FT / rp t_t yp e=TANDEM 

FT repeat region 24939.. 25015 

FT /rpt_type=TANDEM 

FT repeat region complement (24955 25017) 

FT /rpt_unit=TAAA 

FT / r p t_ t yp e =TANDEM 

FT repeat region 24955.. 24998 

FT / r p t_t yp e=TANDEM 

FT repeat region complement (25047 .. 25079) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT mRNA <25082. .>27112 
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FT /locus_tag="PFL2015w" 

FT CDS 25082.. 27112 

FT /codon_start=l 

FT /db_xref ="SPTREMBL : Q8I510 " 

FT /note="HMMPfam hit to PF00515, TPR Domain, score 2.8e-05" 

FT /product="hypothetical protein" 

FT /locus_tag="PFL2 015w" 

FT /protein id=" AAN36487 . 1 " 

FT /translation="MEIINLLHITSLSIFLLTLLGIWVYKTLIINKEKKKKKNQEENEE 

FT KKKKEKKEHSNIFFNNKEGEIYCDDEKCYLINKENKNILLKKRDNKEIKENINVADTMS 

FT SSDMNNTMKNVINDDHINNHYKTMQENKSVNNFEGELKNDHLQISKDNQNDNNNFICYN 

FT NKYNSVCKIKTENSLLENNSNENKSETDNENSDKKINNKMNDSTIESIFDIKGEDVKYK 

FT DDLDNKDNMMNDIKREDVKYKDDLDNKDNWNDIKGEDVKYKDDLDNKENVm 

FT VKYKDDLDNKDNMMNDIKREDVKYKDDLDNKDNWNDIKGEDVKYKDDFYNKDNVNYEE 

FT KNNHLSECVNKTQNEYPVEEHTSNEVEKNKKDIDSTNKTKYPSNRNYYSDNYINYDTDE 

FT NSNISSSKENDISDEYSSYNNDSLYNSDNSEVEKMSSSMDEDELDEYDDDDDGEDEEEE 

FT EEEENSDEDKYNDTYYNNDNNNNNSDKFVEGDNQKHIQDDILNKSVEEIKDIGNNYFKN 

FT NDYLNAIYYYNKALKKCKDKNIKSILYSNRAACNIFLKKWNTVIEDCNKSIHLNDNFAK 

FT SYIRRSNAYEQLQKYNDASNDLNKALTIDPNLLKNYQVKQRKLKELAEQQLNKEKEEMV 

FT GKLKDFGNLLLGKVGLSLDNFEVQKNPNNDGSFNIQFKQNK" 

FT repeat region 25171.. 25236 

FT /rpt_unit=A 

FT / rp t_t ype=TANDEM 

FT repeat_region complement (25317 .. 25375) 

FT /note="AT_rich" 

FT / r p t _t yp e =TANDEM 

FT repeat region complement (25545 25583) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region 25717.. 26088 

FT / rp t_type=TANDEM 

FT repeat region complement (26396 .. 26484) 

FT /rpt_unit=CAT 

FT /rpt_type=TANDEM 

FT repeat region 26444.. 26467 

FT /rpt_unit=GAA 

FT /rpt_type=TANDEM 

FT repeat region 26502.. 26535 

FT /rpt_unit=TAA 

FT /rpt_type=TANDEM 

FT repeat region complement (26614 26714) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat_region 27124.. 27143 

FT /rpt__unit=A 

FT / rp t_t ype=TANDEM 

FT repeat region complement (27177 .. 27266) 

FT /note="AT_rich" 

FT / rp t_t ype=TANDEM 

FT repeat region 27283.. 27324 

FT /rpt_unit=A 

FT / rpt_type=TANDEM 

FT repeat region complement (27356. .27397) 

FT /rpt_unit=TA 

FT / rp t_type=TANDEM 

FT repeat region 27372.. 27397 

FT / rp t_type=TANDEM 

FT repeat region complement (27457 .. 27480) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 
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FT 


repeat region 


27484 . . 27510 


TTirn 
£ L 




/ rpt uniti=A 


t i 




/ » 4- ^ Tir^ n T" 7\ TvTT^ IT "M 

/rpt. uype— i/\jNL>iijjyi 


FT 


repeat region 


complement. (27oo/..2/oyb) 


Trim 
C i 




/noue— Ai ncn 


r 1 




/ rpt type— i ANUtjjyi 


r 1 


repeat region 


complement /oou. i o i h) 


C i 




/mm^a— ll7\rn v«<4 ^Vt It 

/note— AT^ncn 


C 1 




/rpt type— i ANuiLiyi 


FT 


repeat_region 


complement ( 277 14 . .27735) 


Trim 
E 1 




/rpt unit— iA 


c 1 




/rpt uype— i AJNJjJiiiyi 


C 1 


repeal region 


complement [z f f . , ^ t ) 


r 1 




/note— Ai ncn 


ITT* 
C 1 




/rpt type— i AWUJiijyi 


ITT 


repeal region 


complement, (z/oou. .z/^^o; 


r 1 




/rpt unit— iA 


C 1 




/rpt type— lANDEM 


FT 


repeat region 


27850 . . 27894 


FT 




/ rpt__type=TANDEM 


[■H 1 1 


repeat region 


O T O Q O O T Q O C 


FT 




/rpt type=TANDEM 


FT 


mRNA 


complement (<27938. .>2 9533) 


FT 




/locus_tag= PFL2020C 


inn 
r 1 


one 


complement \Z / yoo. .29Doo; 


£ i 




/ codon start=l 


r 1 




/ QD xrer— v7Ua.uoIdU9 


£ 1 




/ aD xrer— biriRtiMcLicjoiDuy 


£ i 




/product="hypotheti cal protein" 


£ i 




/locus tag— PFL2u20c 


E i 




/protein la— AANdo4oo.i 


E 1 




/ translation— MKVTYAVRLLLPVYFLFFWIHLNIVRSD^^ 


TTirp 

t I 




NNIRHGDVILINIKNYYCPaCNRYMNIWNDVEKKILTYE 


£ 1 




1 £ UV III £ fi £ Klili£ PV X UJ\1JnDK£j iKi INFSSMIEGEKYNGDLLLiAYREVERIDNl 


£ 1 




J\l 1»1 CjK I liUJ\W V W £ N I WUliKl t^MWb b 1 1 


£ 1 




V IN vriiNL'U£ IEjInIM I JJx £i iliiN iXlLiiN V EKW olNnllN £ IN1\UJN 1 r\nUl 1 IGUiiJ i lji\J\nl o LoKDlQ 


£ i 




KEYIEPFLVMLSIVSNIYNDLEEGLYDIINKLNSFTYPIKYDEWIKYTENINYINEYKL 


£ 1 




Di JNNJNJNIMNlJiNLlbh KLCE^Nb VLCS YWLLYnKISVYCLQHDKHNYLYYiEAlTNYTKN 


urn 
£ 1 




YLNCQNCIDHFLNaQKFCYYGYCNIHSAESFIIFLWRIHNAVTLRSMYDLLMIDNNTST 


£ 1 




PSNNFNKKQFLNQDIVFPTLKQCKNCRNALGFTKITNHTLSTFKNGSITDQSFDAIDSF 


TTT" 
C 1 




CTrvKnrT uvt X"LJx^7C? it 
b V t\N V lin 1 L 1 rl 1 1 b 


FT 


repeat region 


complement (2 848 6 . .28509) 


■prp 
£ 1 




/ rpt unit=TAA 


£ i 




y v»t-^4- 4- T T1.-V — m TV XTT~\CX>r 

/rpt type— TANDEM 


FT 


repeat region 


complement (28514. .28545) 


£ 1 




/note— AI ncn 


Trim 
£ 1 




/ rpt type— TANDEM 


trim 
£ i 


repeat region 


complement { 2 8591 . .28519) 


ITT" 
£ 1 




/note— Ai ncn 


T-im 
£ 1 




/rpt type— TANDEM 


FT 


repeat_region 


complement (28718. .28785) 


£ 1 




/note— AI ncn 


FT 




/ rpt_type— TANDEM 


FT 


repeat_region 


complement (28994 . .29061) 


Trim 
£ 1 




/note— AT ncn 


£ 1 




/rpt type— TANDEM 


FT 


repeat region 


complement (29347. .29376) 


FT 




/note="AT_rich" 


FT 




/ rp t _t yp e=TANDEM 


FT 


repeat region 


complement (29572. .29637) 
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FT /rpt_unit=TA 

FT / rp t_type=TANDEM 

FT repeat region 29588.. 29629 

FT / rp t_type=TANDEM 

FT repeat_region complement (29675 29757) 

FT /rpt_unit=A 

FT / r p t_t yp e=TANDEM 

FT repeat region complement (29710 29742) 

FT /rpt_unit=TA 

FT / rp t_type=TANDEM 

FT repeat region 29713.. 29742 

FT / rpt_type=TANDEM 

FT fepeat_region complement (29809 29866) 

FT /note="AT_rich" 

FT / r p t_t yp e=TANDEM 

FT repeat region 29868.. 29891 

FT /rpt_unit=A 

FT / r p t_ t yp e=TANDEM 

FT repeat region complement (29906. . 29941) 

FT /note="AT_rich" 

FT / rp t_type=TANDEM 

FT repeat region complement (29951 .. 29971) 

FT /note="AT_rich" 

FT / rpt_type=TANDEM 

FT repeat region complement (30007 30065) 

FT /rpt_unit=TA 

FT / rp t_t ype=TANDEM 

FT repeat region 30023.. 30065 

FT / rp t_t ype=TANDEM 

FT repeat region complement (30168 .. 30194) 

FT . /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (30279 .. 30308) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat region 30283.. 30308 

FT / rp t _ t yp e =TANDEM 

FT repeat region complement (30336. . 30380) 

FT /note="AT_rich" 

FT / rpt_t ype=TANDEM 

FT repeat region 30405.. 30453 

FT /rpt_unit=TAAAAA 

FT /rpt_type=TANDEM 

FT repeat region complement (30461. . 30513) 

FT /note="AT_rich" 

FT / rp t_t yp e =TANDEM 

FT repeat region complement (30542 30593) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

^'^ repeat region complement (30632 .. 30727) 

FT / no t e= " AT_r i ch " 

FT / rp t__t yp e=TANDEM 

FT repeat region 30757.. 30907 

FT /rpt_unit=TAAAA 

FT /rpt_type=TANDEM 

FT repeat region 30867.. 30938 

FT /rpt_unit=TAAA 

FT / rpt_type=TANDEM 

FT repeat region complement (30941. .30971) 

FT /rpt_unit=TA 
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FT / rpt_t ype=TANDEM 

FT repeat region 31019.. 31046 

FT / rpt_type=TANDEM 

FT repeat region complement (31019 .. 31046) 

FT /rpt_unit=A 

FT / rpt_type=TANDEM 

FT repeat region complement (31080. . 31132) 

FT /note="AT_rich" 

FT / rpt__t ype=TANDEM 

FT repeat^regton complement (31138 31237) 

FT /rpt_unit=TA 

FT / rpt_t ype=TANDEM 

FT mRNA <31259. .>31465 

FT /locus_tag="PFL2025w" 

FT CDS 31259.. 31465 

FT /codon_start=l 

FT / db_xr e f = " S PTREMBL : Q8I508 " 

FT /product="hypothetical protein" 

FT /locus_tag="PFL2 025w" 

FT /protein id=" AAN36489 > 1" 

FT /translation="MINKNPySEKKNDISDKLNYKNINDVSIHELNCLKNNRAVYLKRG 
FT NMF F I S S KE E ALE VLKNKS TQMK " 

FT repeat region complement (31460 31481) 
FT /not e= "AT_rich " 

FT / rpt_type=TANDEM 

repeat region 31651.. 31689 
FT /rpt_unit=A 
FT /rpt_type=TANDEM 

FT repeat_region complement (31718 31815) 
FT /rpt_unit=TA 
FT / rp t_t ype=TANDEM 

FT repeat region 31727.. 31780 
FT / rp t_t ype=TANDEM 

FT repeat region 31778.. 31808 
FT / rp t_t yp e=TANDEM 

FT repeat region complement (31822. .31872) 
FT / n o t e = " AT_r i ch " 

FT /rpt_type=TANDEM 

FT mRNA <31975. .>33777 

FT / locus_tag=" PFL2 0 3 Ow" 

FT CDS 31975.. 33777 

FT /codon_start=l 
FT / db_xr e f = " GOA : Q8I507 " 

FT / db_xr e f = " S PTREMBL : Q8I507 " 

FT /note="HMMPfam hit to PF01702, Queuine 

FT tRNA-ribosyltransferase, score 1.9e-64" 

FT /product="queuine tRNA ribosyltransf erase, putative" 

FT /locus_tag="PFL2030w" 
FT /protein id== " AAN 36490 . 1 " 

FT /translation="MLPNRRHKNDLLKRQVKNRKVILFNDHNIELINLKRKYNKRTKyK 
FT NLDAFITNLKVTHWNHNKSIITYVKKKKLLFSNKIYNHFNYPGFDFSVLKENNNEQDK 
FT SRIGIIKTPRGDIETPNFLFCATKGCMKSTPIDFIKKCNTQVILSNTFHLLIQPKPHII 
FT FQLGGLHKFMNWNSPILTDSGGYQIFSMSFGSVSNEIKRKCAGTPQITKMSIKNKKKDN 
FT LNNEEDQVNNNFINNNCENNMYNKKGKCLSNNNNSNNNNNNNN^^ 

FT IILKLNEKGAEYKSYYDGSIDLLSPESSIQSQYLLGSDFILVLDECTPYHVDKIYTEKS 
FT MHRSHRWYVRCLAEFYKSQNMKNYHEYLNDIYNKKYKTNDKWIKRDKNNQAIYGIIQGG 
FT lYPDLRLKSCDFVYNLPFFGLCIGGCLGKDKDMMYAVIKQTMDIIHDIKKKKEKNTYKE 
FT KPIHLLGIGQIKDIIYGVKQGIDTFDCVIPSRLARHGYFLSKIKTIETIEKKLKRKLQN 
FT EYIKIKLSIFQSDNQPLEEDCACYTCQHYSRAYLHHLYKINDNLLGTLLTIHNVYYMNH 
FT LMQDIRNSIKEGNINQIEQKYIKK" 
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FT repeat region complement (32 665 32714) 

FT / no t e= " AT_r i ch " 

FT / rp t__type=TANDEM 

FT repeat region 32730.. 32776 

FT /rpt_unit=TAA 

FT / rp t_type=TANDEM 

FT repeat region complement (33035. .33106) 

FT /note="AT_rich" 

FT / rp t_type=TANDEM 

FT repeat region complement (33794 33822) 

FT /note="AT_rich" 

FT / rp t_t yp e=TANDEM 

FT repeat region complement (33856. . 33979) 

FT /rpt_unit=TAAAA 

FT /rpt__type=TANDEM 

FT repeat region 33928.. 33978 

FT / rp t_ t y p e =TANDEM 

FT repeat region complement (33983 34032) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (34064 34180) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat_region complement (34196. . 34235) 

FT /rpt_unit=A 

FT /rpt_type=TANDEM 

FT mRNA join (complement (35383. .>35537) , complement ( 35218 . .35273) , 

FT complement (34997. .35022) , complement ( 34831 . .34892) , 

FT complement (34609. .34702) , complement ( 34452 . .34500) , 

FT complement (<34234. .34352) ) 

FT /locus_tag="PFL2035c" 

FT CDS join (complement (35383. .35537) , complement (35218 . .35273) , 

FT complement (34997. .35022) , complement ( 34831 . .34892) , 

FT complement (34609. .34702) , complement (34452 . .34500) , 

FT complement (34234. .34352) ) 

FT /codon_start=l 

FT /db_xref ="SPTREMBL : 081506" 

FT /product="hypothetical protein" 

FT /locus_tag=" PFL2 035c" 

FT /protein id=" AAN36491 . 1" 

FT /translation="MDNIRDKLERYEPDEETKILCTKYIYFLLFYNSYIFILFIYTFFT 

FT TPISSYGWLFFMNLYFCIFPVFAFMGNSYIPSLLRFYNWMLFVSSIISIFIVLEAIFTF 

FT KKIDLYLMICYATLTCSNTFLCWHVTQSIFGGVKAPNSVLDTLRPHTVNQNEYSNKYKK 

FT KDDGQKKFIGKGRSIKDSNYIEV" 

FT repeat region complement ( 34365 .. 34450) 

FT /note="AT_rich" 

FT / rpt_type=TANDEM 

FT repeat region complement (34514 .. 34597) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (34667. .34702) 

FT /note="AT_rich" 

FT / rpt_type=TANDEM 

FT repeat_region 34707.. 34729 

FT /rpt__unit=A 

FT / rpt_t ype=TANDEM 

FT repeat region complement (34747 .. 34774) 

FT /note="AT__rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (34788 .. 34829) 
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FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (35048 35095) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat region 35048.. 35081 

FT / r p t_ t y p e =TANDEM 

FT repeat region complement (35153 .. 35208) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (35275 .. 35313) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (35414, .35472) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region 35547.. 35596 

FT / rp t_t yp e=TANDEM 

FT repeat region complement (35552 .. 35600) 

FT / rpt_uni t=CATATA 

FT / rp t _ t yp e=TANDEM 

FT repeat region 35701.. 35736 

FT /rpt_unit=A 

FT /rpt_type=TANDEM 

FT repeat region 35701.. 35732 

FT / rp t_t ype=TANDEM 

FT repeat region complement (35758 .. 35789) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat region complement (35817 35879) 

FT /rpt_unit=TAAAA 

FT /rpt_type=TANDEM 

FT repeat region complement (35907 .. 35958) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat region complement (36027 36093) 

FT / no t e= " AT_r i ch " 

FT / rpt_t ype=TANDEM 

FT repeat region complement (36094. . 36117) 

FT /rpt_unit=A 

FT /rpt_type=TANDEM 

FT repeat region complement (36144 .. 36168 ) 

FT /rpt__unit=TA 

FT /rpt_type=TANDEM 

FT repeat region 36246.. 36270 

FT /rpt_unit=A 

FT / rpt_type=TANDEM 

FT repeat region complement (36278 .. 36309) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (36343. . 36407) 

FT /note="AT_rich" 

FT / rpt_t ype=TANDEM 

FT repeat_region complement (36493. .36528) 

FT /rpt_unit=A 

FT /rpt_type=TANDEM 

FT mRNA join(<36547. .36711,3 6857. ,37195,37570. .37931,38076. .>38562 

FT /locus_tag="PFL2040w" 

FT CDS join (36547. .36711,36857. .37195,37570. .37931,38076. .38562) 

FT /codon start=l 
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FT /db xref="SPTREMBL: Q8l505 " 

FT /product="hypothetical protein" 

FT /locus_tag="PFL2 040w" 

FT /protein i d=" AAN 36492 . 1" 

FT /translation="MNKKKLKGKKKEAKDKKSNNKLKKLTNGELENIIKTQKEELIRIN 

FT QKKHLLEKKLSEKNKEFEIFKNEYKELKNKVNVINEDCEKFDEKIQEEDKTIKSKSIFY 

FT NFQNEEELKKLEKEKDNLKNLIDERHEETMNNILNHIEQQRLSLDYEKNKNFEEINELN 

FT ISFDVRMQNVEELFTKYLETYDIEKKEEMDDIIENYKILERNEINYIQNMYNDHVKSIK 

FT EIHMWLENYKKYYIDQLKENIKKIKSLKEKINELEINDKEIKNDLSVHNNEYYSMVEN 

FT IKNLELKRENLKKDLKFYSKDFVIYKNLELIYNESDVHIKNLKQFSQSSRDKITQVEKE 

FT LKRISEDELNVDDYFEDIKKKNILLKKKIESIDINLDDINKEFQSYIKENNIKDEDVQN 

FT VRKGINFCLNTYNREFDNLLYTQKKMKKKIKDTVNIYEKKLKDINIKKETT" 

FT repeat region 36748.. 36773 

FT / rp t_type=TANDEM 

FT repeat _region complement (36748 .. 36773) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (36820. . 36853) 

FT /rpt_unit=A 

FT / rp t_type=TANDEM 

FT repeat region complement (37251 37319) 

FT /note="AT_rich" 

FT / rpt_type=TANDEM 

FT repeat_region 37367.. 37398 

FT / rpt_t ype=TANDEM 

FT repeat region complement (37367 37398) 

FT /rpt_unit=TA 

FT / rpt_t ype=TANDEM 

FT repeat region 37510.. 37537 

FT /rpt_unit=TAAA 

FT / rp t_type=TANDEM 

FT repeat region complement (37756. . 37776) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (37936. .38034) 

FT /rpt_unit=TA 

FT / rpt_type=TANDEM 

FT repeat region 37950.. 37983 

FT / rpt_type=TANDEM 

FT repeat region 37965.. 38012 

FT / rp t_type=TANDEM 

FT repeat region complement (38559 .. 38627 ) 

FT / no t e= " AT_r i ch " 

FT / rp t_t yp e=TANDEM 

FT repeat region 38570.. 38607 

FT / rp t_t yp e=TANDEM 

FT repeat region complement (38570 .. 38607 ) 

FT /rpt_unit=TA 

FT / rp t_type=TANDEM 

FT repeat region complement (38646. . 38677) 

FT / no t e= " AT_r i ch " 

FT / r p t_t yp e=TANDEM 

FT repeat region 38969.. 38999 

FT / r p t _t yp e =TANDEM 

FT repeat region complement (38969. . 38999) 

FT /rpt_unit=A 

FT / rp t_t ype=TANDEM 

FT repeat region complement (39063 .. 39128) 

FT /rpt_unit=A 

FT / rpt_type=TANDEM 
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FT repeat region 39063.. 39102 

FT /rpt_type=TANDEM 

FT repeat region complement (39287 39335) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT mRNA <39345. .>40490 

FT /locus_tag="PFL2045w" 

FT CPS 39345.. 40490 

FT /codon_start=l 

FT / db_x r e f = " S PTREMBL : Q8I504 " 

FT /product="hypothetical protein" 

FT /locus_tag="PFL2045w" 

FT /protein id=" AAN36493 . 1" 

FT /translation="MSKPKILISQIKNVGDIKLRNLKGIESCKKKIFGYVENMPGEKNW 
FT LKPLVGKSMQNYYFPSKYLHLDFNLKEYLRMQTVRFKKKETNESLLKLQKCINMIIENK 
FT DMIDKFLCKIPKELFIENQSLKDFYELYLTIYPSHIYKPNLLFDIKELNLEKERFSWFF 
FT YNKKNDRKDKITINDSENNDISYNSEGDEVHKNIKEIGNEEKNQDEDNTKNNYMQKENF 
FT SNYENIIFNKTKKKIKFKKIICMDQINEKTNKNNTSLINNIMSNDDNIYYLDNDLNVGL 
FT EKTIPKDNKTNEEIEKSKNEFYNLLNENESLKKTLSIRNRFIDPLYLRRRYSYIDKLTK 
FT KKIKKEKHKTYRKHFIQHADEKKVWPDNKGLLNKI YPNPYS " 

FT repeat region complement (39828 .. 39848 ) 
FT /note="AT_rich" 
FT / rpt_type=TANDEM 

FT repeat_region 39926.. 40111 

FT /rpt_unit=TA7\7\AA 

FT / rpt_type=TANDEM 

FT repeat region complement ( 40514 .. 40684) 

FT /rpt_unit=TA 

FT / r p t _ t y p e=TANDEM 

FT repeat region complement (40687 40828) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region 40920.. 40992 

FT /rpt_unit=A 

FT /rpt_type=TANDEM 

FT repeat region complement (41013. .41048) 

FT /note="AT_rich" 

FT / rp t_t ype=TANDEM 

FT repeat,, region 41072.. 41194 

FT /rpt_type=TANDEM 

FT repeat region complement (41072 .. 41194) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat region complement (41202 41250) 

FT /note="AT_rich" 

FT / rp t_type=TANDEM 

FT mRNA <41264. .>42757 

FT /locus_tag="PFL2050w" 

FT CDS 41264.. 42757 

FT /codon_start=l 

FT /db_xre f = " GOA : Q8I503 " 

FT /db xref="SPTREMBL: Q8l503 " 

FT /note="HMMPfam hit to PF01239, Protein prenyltransf erase 

FT alpha subunit repeat, score 1.4e-05" 

FT /product="hypothetical protein" 

FT /locus_tag="PFL2050w" 
FT /protein id=" AAN36494 . 1" 

FT /translation="MENRCLYAYKKKFGVSYPEHLDDEQFEPLNNVMLNMMEQKNFVIE 
FT IKDLEEDAKKYLIDEKGDIKNKEKISLINTYYSDRERMLFCLLSSLIEKKEYSFEGYII 
FT CSYVIKMNSSYYSAWVYRRKCLKKLNLNLLNDLKFTKYIISDNIKSFQSWFHRRWLIEY 
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FT lYKMNYRKKNNQRNNECNYNIYIEEGKNIDNKNENLNEYNIDMENNYISSFDDEKNFIS 

FT SEEEMNSNSSYNIHDNFYNDDDGFISNCDDTDFEEGQENNRNNIYIYEELGNIINNNIF 

FT FKNSLLPNEIINIDNFLYEELLYNNCDIFIDMKNYNSWATKTWLIDKFNILQNEYICKK 

FT HNIILHEFCFINYLLTIDIYNNSLWVYRYFILNKLSYFHDLAKMQKEIYFCFTYANQFY 

FT DNQAIFNYFIHMVFLYIKLYQNASQIKQKNTELNIQCEKKEETYKHDERNIFQIPLVNY 

FT IKNELIKIQHKSKFVLVFLSQLYSYNGSYDDEIEVNMER" 

FT repeat region complement (41750 41784) 

FT /not e= " AT_r i ch " 

FT /rpt_type=TANDEM 

FT repeat_region complement (41831 41897) 

FT / no t e= " AT_r i ch " 

FT / rp t_type=TANDEM 

FT repeat region complement (42042 42350) 

FT /note="AT_rich" 

FT / rp t__type=TANDEM 

FT repeat region 42750. .42777 

FT /rpt_unit=TAAAAA 

FT / rpt_type=TANDEM 

FT repeat region 42864.. 42902 

FT / rp t_type=TANDEM 

FT repeat region complement (42864 .. 42902) 

FT /rpt_unit=TA 

FT / rpt_type=TANDEM 

FT repeat_region complement (43081. .43251) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (43260. . 43310) 

FT /rpt_unit=A 

FT / rp t_type=TANDEM 

FT repeat region complement ( 43322 .. 43433) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region 43446.. 43509 

FT / rp t_type=TANDEM 

FT repeat region complement (43446. . 43491) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat region 43601.. 43758 

FT /rpt_unit=TATAA 

FT /rpt_type=TANDEM 

FT repeat region 43796.. 43838 

FT / rpt_type=TANDEM 

FT repeat region complement (43796. . 43838) 

FT /rpt_unit=TA 

FT / r p t __t yp e =TANDE M 

FT repeat region complement (43848 .. 43939) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat_region 44019.. 44046 

FT /rpt_unit=A 

FT /rpt_type=TANDEM 

FT repeat region 44048.. 44122 

FT / rpt_type=TANDEM 

FT repeat_region complement (44048 44114) 

FT /rpt_unit=TA 

FT / rp t_ t yp e=TANDEM 

FT repeat region complement (44115 .. 44199) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region 44209.. 44272 
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FT /rpt_unit=TAAA 

FT / rp t_t ype=TANDEM 

FT repeat region complement (44309 44343) 

FT /note="AT_rich" 

FT / rp t_t ype=TANDEM 

FT mRNA join(<44355. .44357,44775. .>45185) 

FT /locus_tag="PFL2055w" 

FT CDS join (44355. .44357,44775. .45185) 

FT /cocion_start=l 

FT / db_x re f = " GOA : Q8I502 " 

FT / db_xr e f = " S PTREMBL : Q8I502 " 

FT /note="HMMPfam hit to PF00833, Ribosomal S17, score 

FT- 1.8e-63" 

FT /product="40S ribosomal protein S17, putative" 

FT /locus_tag="PFL2055w" 
FT /protein id=" AAN36495 . 1" 

FT /translation="MGRVRTKTIKRAARQIVEKYYAKLTLDFQINKKITEEVAIIPSKR 

FT MKNKVAGFVTHLMKRIQKGPVRGISLKLQEEERERRLDFVPEKSQIDVSVIYVEPDTLR 

FT MIKSLGINISNMKVHNPMINTNQQKQNRMNNQF" 

FT repeat region complement (44363 .. 44413) 

FT /note="AT_rich" 

FT / rp t_t ype=TANDEM 

FT repeat region complement (44427 .. 44456) 

FT /rpt_unit=TA 

FT / r p t_t y p e =TANDEM 

FT repeat region 44526.. 44573 

FT /rpt_unit=A 

FT / rpt_type=TANDEM 

FT repeat_reglon complement (44661. . 44744) 

FT /rpt__unit=TA 

FT /rpt_type=TANDEM 

FT repeat region 44661.. 44736 

FT / rp t_t yp e=TANDEM 

FT repeat_.region complement (45178 .. 45298) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (45322 .. 45379) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat region 45322 . . 45368 

FT /rpt_type=TANDEM 

FT repeat region 45430.. 45467 

FT /rpt_type=TANDEM 

FT repeat_region complement (45430. . 45467) 

FT /rpt_unit=A 

FT / rp t_t y p e =T AND EM 

FT repeat region complement (45511. . 45592) 

FT /note="AT_rich" 

FT / r p t_t yp e=TANDEM 

FT repeat region complement (45696. . 45743) 

FT /rpt_unit=TA 

FT / r p t _t y p e =TAND EM 

repeat region 45894.. 45919 
FT /rpt_unit=A 
FT / rp t_t yp e=TANDEM 

FT repeat region complement (45932 .. 45993) 
FT /rpt_unit=TA 
FT /rpt_type=TANDEM 

FT repeat_region 46021.. 46062 
FT / r p t_ t yp e=T ANDEM 



http://www.ebi.ac.uk/cgi-biii/emblfetch 



12/1/03 



EBI ANALYSIS TOOL 



Page 26 of 201 



FT repeat region complement (46021 .. 46062) 

FT /rpt_unit=TA 

FT / r p t_t yp e =TANDEM 

FT mRNA join (complement {48041. .>48058) , complement ( 47715 . .47775) , 

FT complement (47436. .47528) , complement (<46082 . .47289) ) 

FT /locus_tag="PFL2060c" 

FT CDS join (complement (48041. .48058) , complement ( 47715 . .47775) , 

FT complement (47436. .47528) , complement ( 46082 . .47289) ) 

FT /codon_start=l 

FT / db_xr e f = " S PTREMBL : Q8I501 " 

FT /note="HMMPfam hit to PF00996, GDP dissociation inhibitor, 

FT score 0" 

FT /product="rabGDI protein" 

FT /locus_tag="PFL2 060c" 

FT /protein id==" AAN36496 . 1" 

FT /translation="MNEHYDVIILGTGLKECILSGLLSHYGKKILVLDRNPYYGGETAS 

FT LNLTNLYNTFKPKENIPSKYGENRHWNVDLIPKFILVGGNLVKILKKTRVTNYLEWLW 

FT EGSYVYQHQKKGFLTSEKFIHKVPATDMEALVSPLLSLMEKNRCKNFYQYVSEWDANKR 

FT NTWDNLDPYKLTMLEIYKHFNLCQLTIDFLGHAVALYLNDDYLKQPAYLTLERIKLYMQ 

FT SI S AFGKS P FX Y PLY GLGGI PEGFS RMCAI NGGT FMLNKNWD FV FDDDNKVCGI KS S D 

FT GEIAYCDKVICDPSYVMHLKNKIKKIGQVIRCICILSNPIPETNQTNSCQIIIPQNQLN 

FT RKSDIYINLVSFQHGVTLKGKYIAIVSATVETNNPIKEIEKPLELLGTIEEKFVKISDL 

FT YVSTSKKPADNIFVTSSYDATSHFETATNDLLQIWENLWGQKLNFDDLNTNADGEAPDF 

FT N" 

FT repeat_region complement (46541. .46566) 

FT / no t e = " AT_r i c h " 

FT / rp t_ t yp e =TANDE M 

FT repeat region complement (47389 .. 47432) 

FT /rpt_unit=TA 

FT / r p t_t yp e =TANDEM 

FT repeat region 47389.. 47414 

FT /rpt_type=TANDEM 

FT repeat region complement (47554. . 47577) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region 47627.. 47653 

FT / rpt_type=TANDEM 

FT repeat region 47627.. 47652 

FT /rpt_unit=A 

FT /rpt_type=TANDEM 

FT repeat region complement (47653. . 47691) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat_region 47665.. 47691 

FT / r p t _ t yp e =TANDEM 

FT repeat region complement (47777 .. 47800) 

FT /note="AT_rich" 

FT / rpt_type=TANDEM 

FT repeat region complement (47945 .. 48006) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat region 47953.. 47986 

FT / r p t _t yp e =TANDEM 

FT repeat_region complement (48019 .. 48039) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (48089 .. 48231) 

FT /rpt_unit=TAAAAA 

FT /rpt_type=TANDEM 

FT repeat region 48121.. 48192 
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FT /rpt_unit=TA7\A 

FT / rp t_type=TANDEM 

FT repeat region 48121.. 48188 

FT / rpt_type=TJUSrDEM 

FT repeat_region complement (48251. . 48295) 

FT /note="AT_rich" 

FT / rp t_type=TANDEM 

FT repeat region complement (48311. . 48358) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat region 48311.. 48347 

FT / r p t_t yp e=TANDEM 

FT repeat region complement (48359. . 48442) 

FT /note="AT_rich" 

FT / rp t_type=TANDEM 

FT repeat region complement (48546. . 48599) 

FT /rpt_unit=TAAAA 

FT /rpt_type=TANDEM 

FT repeat region 48555.. 48597 

FT / rp t_type=TANDEM 

FT repeat region complement (48609. . 48924) 

FT /note="AT_rich" 

FT / rpt_type=TANDEM 

FT repeat_region complement (48719. . 48756) 

FT /rpt_unit=TATAA 

FT / rpt_type=TANDEM 

FT repeat region complement (48876. . 48912) 

FT /rpt_unit=TATAA 

FT / r p t_t yp e=TANDEM 

FT repeat region complement (48946. . 48973) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (48974 49118) 

FT /rpt_unit=TA 

FT / r p t_t yp e=TANDEM 

FT repeat region 49004.. 49051 

FT /rpt__type=TANDEM 

FT repeat region 49022.. 49098 

FT /rpt_type=TANDEM 

FT repeat region complement (49126. . 49148) 

FT /note="AT_rich" 

FT / rpt_type=TANDEM 

FT repeat region complement (49188 49390) 

FT /note="AT_rich" 

FT / r p t_t yp e=TANDEM 

FT repeat region complement (49413 .. 49478) 

FT /no t e= "AT_rich " 

FT /rpt_type=TANDEM 

FT repeat region 49484.. 49511 

FT /rpt_unit=A 

FT /rpt_type=TANDEM 

FT repeat region complement (49538 .. 49585) 

FT /note="AT_rich" 

FT / rp t__t yp e=TANDEM 

FT mRNA join (complement (50244. .>50324) , complement ( 49985 . .50157) , 

■ FT complement (<49580. .49637) ) 

FT /locus_tag="PFL2065c" 

FT CDS join (complement (50244. .50324) , complement (49985 . .50157) , 

FT complement (49580. .49637) ) 

FT /codon start=l 
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FT / db_xr e f = " GOA : Q8I500 " 

FT /db_xref ="SPTREMBL : Q8I500" 

FT /note="HMMPfam hit to PF02953, TimlO/DDP family zinc 

FT finger, score 5.5e-10" 

FT /product="mitochondrial import inner membrane translocase 

FT subunit, putative" 

FT /locus_tag="PFL2065c" 
FT /protein id=" AAN36497 . 1" 

FT /translation="MDLSSLPTDDNLDDKKRAAVCLKKLIYVLLSLQEIVQKQKENVKV 

FT MDICFNKCVSKIGPKLSSSEQKCIWDCANSYFYTNVFLNQRLEQMTKILKSNSDYTNL" 

FT repeat_region complement (49666. . 49692) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat region complement (49830. . 49870) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (49922 .. 49954) 

FT /rpt_unit=TA 

FT / rp t_ t y p e=TANDEM 

FT repeat region complement (49955 .. 49979) 

FT / no t e= " AT_r i ch " 

FT / rpt_type=TANDEM 

FT repeat_region complement (50208 50250) 

FT /rpt_unit=TA 

FT / rpt_t ype=TANDEM 

FT repeat region complement (50323 .. 50497) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat__region 50528.. 50558 

FT /rpt_unit=A 

FT / rp t_type=TANDEM 

FT repeat region complement (50563 .. 50630) 

FT /note="AT_rich" 

FT / rp t_type=TANDEM 

FT repeat_region complement (50679. . 50735) 

FT /rpt_unit=TA 

FT / rp t_type=TANDEM 

FT repeat region 50682.. 50735 

FT / rp t_type=TANDEM 

FT repeat region complement (50742. .50772) 

FT /rpt_unit=A 

FT / rpt_type=TANDEM 

FT repeat region 50742. .50768 

FT / rp t_t ype=TANDEM 

FT repeat region complement (50841 .. 50879) 

FT /rpt_unit=A 

FT /rpt_type=TANDEM 

FT repeat region 50845.. 50875 

FT / rp t_t ype=TANDEM 

FT repeat_region complement (50905 .. 50945) 

FT /note="AT_rich" 

FT / r p t_t yp e=TANDEM 

FT repeat region 50905.. 50937 

FT / rp t_type=TANDEM 

FT repeat region complement (51078 51101) 

FT /note="AT_rich" 

FT / rpt_type=TANDEM 

FT repeat_reglon complement (51116. . 51163) 

FT /rpt_unit=TAAA 

FT /rpt_type=TANDEM 
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FT repeat region complement (51218 51238) 

FT /note="AT_rich" 

FT / rp t_ t y p e =TANDEM 

FT repeat region 51252.. 51314 

FT /rpt_unit=TAAAAA 

FT / rp t_t yp e =TANDEM 

FT repeat region complement (51318 .. 51358) 

FT /note="AT_rich" 

FT / rp t_t ype=TANDEM 

FT repeat_region complement (51423 51467) 

FT /note="AT_rich" 

FT / rp t_t ype=TANDEM 

FT repeat region complement (51710. .51735) 

FT / no t e= " AT_r i ch " 

FT / r p t_ t yp e =TANDEM 

FT repeat region complement (51799. .51856) 

FT /note="AT_rich" 

FT / r p t_ t yp e =T ANDEM 

FT repeat region complement (51872 .. 51912) 

FT /rpt_unit=TA 

FT / r p t_ t yp e =T ANDEM 

FT repeat region complement (52003 52055) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region 52094.. 52117 

FT /rpt_unit=A 

FT / r p t _t y p e =T ANDEM 

FT repeat region 52200. .52254 

FT / r p t _t y p e =T ANDEM 

FT repeat region 52204.. 52254 

FT /rpt_unit=TAAAA 

FT / rpt_t ype=TANDEM 

FT repeat region complement (52255 .. 52312) 

FT /note="AT_rich" 

FT / rp t_t ype=TANDEM 

FT repeat_region complement (52359 .. 52407) 

FT /note="AT_rich" 

FT / rpt_type=TANDEM 

FT repeat_region complement (52433 .. 52465) 

FT /rpt_unit=TA 

FT / r p t_ t yp e =TANDEM 

FT repeat_region 52437.. 52470 

FT /rpt_type=TANDEM 

FT mRNA <52492 . . >53400 

FT /locus_tag="PFL2070w" 

FT CDS 52492.. 53400 

FT /codon_start=l 

FT / db_x r e f = " GOA : Q8I4Z9 " 

FT / db_x r e f = " S PTREMB L : Q8I4Z9 " 

FT /note="HMMPfam hit to PF00804, Syntaxin, score 0.0001" 

FT /product="t-SNARE, putative" 

FT /locus_tag="PFL2070w" 

FT /protein id=" AAN36498 . 1" 

FT /translation="MEVIYRNITNTYFDYRREIKKKKNRFKLRAyEKLDEDEDTGKENL 

FT LNENEDLEMQEQSMLPPYWIEKIEECSEDINNMKTKLIQLQKLQKNKLLNALNNDETLT 

FT ENITQLSSNITFLIKNCEQKIQSVSSKDYDKDKNNIIEKLKNNAKSSLLSQLQSLSQTF 

FT HKNQKSYIKEFKKMSNAYDDLQQYQNFNEQNELLYQQEEQQHSSVNMNKRNSDLKKIAD 

FT TWDLHTIFKELSVMLVDQGSLLDQIDYNMEASLDKSEKGINKLKIIEKRENDKIAKKC 

FT VSYLTTLIFVLLFLIIIKHLY" 

FT repeat region complement (53352 53384) 
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FT /note="AT_rich" 

FT / rp t_t yp e=TANDEM 

FT repeat region complement (53408 53446) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat region 53413.. 53446 

FT / r p t_t yp e=TANDEM 

FT repeat region 53506.. 53527 

FT /rpt_unit=A 

FT / rp t_type=TANDEM 

FT repeat region 53578 . . 53603 

FT /rpt_type=TANDEM 

FT repeat region complement (53578 .. 53603) 

FT /rpt_unit=A 

FT / rpt_type=TANDEM 

FT repeat region 53712 . . 53742 

FT / rpt_t ype=TANDEM 

FT repeat region complement (53712 .. 53742) 

FT /rpt_unit=A 

FT /rpt_type=TANDEM 

FT repeat region complement (53818 53844) 

FT /rpt_unit=CATA 

FT / rpt_type=TANDEM 

FT repeat_region complement (53845 53981) 

FT / no t e= "AT_r i ch " 

FT / rp t_t yp e=TANDEM 

FT repeat region 53998.. 54041 

FT /rpt_unit=A 

FT / r p t_ t y p e=TANDEM 

FT repeat region 53998.. 54024 

FT / rpt_type=TANDEM 

FT repeat region complement (54044 54088) 

FT /note="AT_rich" 

FT / rp t_t yp e=TANDEM 

FT repeat region 54044.. 54085 

FT / rp t _ t yp e = TANDEM 

FT repeat region complement (54143 54213) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT mRNA complement (<54209. .>54937) 

FT /locus_tag="PFL2 075c" 

FT CDS complement (54209. .54937) 

FT /codon_start=l 

FT /db_xref ="GOA: Q8I4Z8" 

FT /db xref="SPTREMBL: Q8l4Z8 " 

FT /note="HMMSmart hit to SM00451, Ul-like zinc finger, score 

FT 1.6e-09" 

FT /product="hypothetical protein, conserved" 

FT /locus_tag="PFL2 0 75c" 

FT /protein id=" AAN36499 . 1" 

FT /translation="MSKKRKSYENDEDVYDNKRNKKNVASSIDSYGRKVWDKEYYQKKV 

FT DEKVENDEDELILKLLPDLKKKSKLEPPPPSERKLLEERKENLLLEKNLGKVQILTQKT 

FT PKNEQGGYYCKICDCVLKDSQTYLDHINGKNHNRMLGYSMKVKKVTLDDVKKRLSLLKD 

FT KKQNKTEDVEKDPYEDAKKNLKDMQEDEERRIQKRKEKKMLKKLEKEKKKNENENENND 

FT EESDNMNMMFKEMGLPTSFV" 

FT repeat region complement (54276. . 54374) 

FT /rpt_unit=GAAAA 

FT /rpt_type=TANDEM 

FT repeat_region complement (54965. .55020) 

FT /rpt_unit=TA 
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FT /rpt_type=TANDEM 

FT repeat region 54970.. 55020 

FT / rpt_type=TANDEM 

FT repeat region 55044.. 55097 

FT / rp t_uni t=A 

FT / rpt_type=TANDEM 

FT repeat region 55057.. 55097 

FT / rp t_t yp e=TANDEM 

FT repeat region complement (55098 .. 55119) 

FT /note="AT_rich" 

FT / r p t_t yp e=TANDEM 

FT repeat_region complement (55196. . 55218) 

FT /note="AT_rich" 

FT / rp t_ t yp e =TANDEM 

FT repeat_region complement (55250. .55312) 

FT /note="AT_rich" 

FT / rp t_t yp e =TANDEM 

FT repeat region complement (55438 .. 55515) 

FT / no t e= " AT_r i ch " 

FT / rpt_type=TANDEM 

FT repeat region complement (55518. . 55547) 

FT /rpt_unit=A 

FT / rp t_t yp e =T ANDEM 

FT repeat_reglon complement (55565. . 55650) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (56226. . 56249) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (56301 .. 56333) 

FT /rpt_unit=TAAAAA 

FT /rpt_type=TANDEM 

FT repeat region complement (56418 .. 56448) 

FT /rpt_unit=TA 

FT / rpt_t ype=TANDEM 

FT repeat region 56591.. 56765 

FT /rpt_unit=TATAA 

FT / rp t_t yp e=TANDEM 

FT mRNA join (complement (56977. .>57150) , complement (<5 6771 . .56836) ) 

FT /locus_tag="PFL2080c" 

FT CDS join (complement (56977. .57150) , complement ( 56771 . .56836) ) 

FT /codon_start=l 

FT /db xref="SPTREMBL: Q8l4Z7 " 

FT /product="hypothetical protein" 

FT /locus_tag= " PFL2 080c" 

FT /protein id=" AAN36500 . 1 " 

FT /translation="MESKHFYGDHMTHEKVRELLDSSNVTYEETPSFFNGNIIYSQKPT 

FT KKDNLKYRIEYLKDGTAIYYKRRLGDFKNIFCCF" 

FT repeat_region complement (56842 .. 56886) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (56904 .. 56942) 

FT /rpt_unit=TA 

FT / r p t_t yp e=TANDEM 

FT repeat region 56904.. 56932 

FT /rpt_type=TANDEM 

FT repeat region complement (57218 .. 57376) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (57425. .57465) 
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FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat region complement (57462 57481) 

FT /rpt_unit=TAA 

FT /rpt_type=TANDEM 

FT repeat region 57549.-57577 

FT /rpt_unit=A 

FT / rp t_t yp e=TANDEM 

FT repeat_region complement (57633 .. 57653) 

FT / no t e= " AT_r i ch " 

FT /rpt_type=TANDEM 

FT repeat_regjon complement (57664 57705) 

FT /rpt_unit=TA 

FT / r p t_t yp e=TANDEM 

FT repeat_region 57664.. 57701 

FT / rp t_t yp e=TANDEM 

FT repeat region 57705.. 57729 

FT /rpt_type=TANDEM 

FT repeat region complement (57706. .57729) 

FT /rpt_unit=A 

FT /rpt_type=TANDEM 

FT repeat region complement (57804 57895) 

FT /rpt_unit=TAAAAA 

FT / rp t_type=TANDEM 

FT repeat region 57950.. 57978 

FT / r p t_t yp e=TANDEM 

FT repeat region complement (57950 .. 57978) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat region complement (58148 .. 58181) 

FT /note="AT_rich" 

FT /rpt__type=TANDEM 

FT repeat region complement (58388 .. 58438) 

FT /note="AT_rich" 

FT / rpt_type=TANDEM 

FT repeat region complement (58517 58565) 

FT /note="AT_rich" 

FT /rpt_type =TANDEM 

FT repeat_region complement (58572 58618) 

FT /rpt_unit=TA 

FT / rp t_t yp e=TANDEM 

FT repeat region 58572.. 58610 

FT /rpt_type=TANDEM 

FT repeat_region complement (58699 .. 59040) 

FT / no t e= " AT_r i ch " 

FT / r p t_ t yp e =TAND EM 

FT repeat region complement (58699 .. 58921) 

FT /not e= " AT_r i ch " 

FT / rpt_t ype=TANDEM 

FT repeat region 58971.. 59040 

FT /rpt_type=TANDEM 

FT repeat region complement (58971 .. 59026) 

FT /rpt_unit=TA 

FT / rp t_t yp e=TANDEM 

FT repeat region 58971.. 59022 

FT /rpt_type=TANDEM 

FT repeat region complement (59108 .. 59132) 

FT / no t e= " AT_r i ch " 

FT /rpt_type=TANDEM 

FT repeat region 59175. .59200 
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FT 




/ mt" uni1"=A 


FT 




/rpti t.ype=TANDEM 


FT 




comnlement f 5 933 6 59424) 


FT 




/rot unit=TA 


FT 




/rot tvr)e=TANDEM 


FT 


ronosit roninn 
1 cpcai 1 cyiui i 


59341 59366 


FT 




/rnl" i" vnp=TAMDF.M 


FT 


1 dJceiL 1 cyiui 1 


59364 59419 


FT 






FT 


mRNA 


<59440 >60771 


FT 




/locus tag="PFL2085w" 


FT 




59440 60771 


FT 






FT 




/db xref="SPTREMBL: Q8I4Z6" 


FT 




/ J* \«y \w« u Vta^ k«» X X y v ^ X X \^ ^ ^ cx ^ ^ ^ XX 


FT 




/locus tag="PFL2085w'* 


FT 




/Drotein id="AAN36501 1" 


FT 




/ 1 r ans la t ion= "MFPS FNNPY FNINKKCLQKENRI DMNPNKVE GTEVTNE LYLQFQN 


FT 




EINIFINCINGHEKKNKEINYVETSHVMTGSEDEFIFYLRNIQDNQEKEKNRKEKQLHS 


FT 




NX I NY S E YNKNYTTTQH IWNGGD I EKKQKKKKKN Y S SNSMKKYNINKNNENI I FENMLN 


FT 




KNEE I LNHKT SE T T E FGKKRND PNT YNRANKNT YT YLKNCNLKGYF.MRYMNT ^^FMYNDH 

XJXJ ^ JJX^l Al \ ^ >J U J. JUJ X Lif C AN ^ X AN £\J^1N 1\XN X X X X XJl VAN >^iN ±JL\\J X CjXN V7 X A UN X *-/CjlN X iN A^ JTl 


FT 




NNINIYNCEEEDDIWNTFMFTRNDSKDSKMI lANFINRIKDSKOEONMF.DMMT.KKYTHK 

X ^ X ^ ^ ^ X X^ X^ X^ X-^ X«/ ^VVX^^ Xk.XXL XX\X^ ±^ X\L^ X \X X^ ^ .X^X>I ^ ^ XN X \. ^ XvX^ Xv^^X-J ^^XN X^ X-J X«/X iX X JJXvX\ X X XX XX 


FT 




KKKKN S YD S T PNN YT F H T .N FKM T MMF MF OK T F <^ M YNMO <=I ^R/ FKF Y F TCT VPTKUF F T T T T 

r\.I\rvr\.lN O x X win in x l Cjn UlS £ I\iN X in in iIi<^r\.X O C OIn x ININ^OIn V £ X V X\XvlNi!j£i X J-lX 


FT 




LYKTTYKT.NTFnTNKKFMKKTFnVVNTYTTKVMNTT<^TYKT.T.T.nYnKrTnRRK"T.T.FYYFK' 

XI X X\X X X xVXJiN X £ Xf X IN £\£\C 1nX\£\X XiX/ V VXNXxXXIW iNlN X X O X X XvXJXJXJ^ X LJVi X ^I\X\r\XjXj£i X X I! X\ 


FT 




KNE IML LKN I LK Y I T O LMS E T KHO YS GT KKO T OKKTMF. T OKV A *=5 " 


FT 




rTimn 1 Rrrif^n t* fSQ463 594ft5\ 


FT 




/note="AT rich" 


FT 




/rpt t:ype=TANDEM 


FT 


rpnpat rpninn 


rnmni PTnf»nt / 59 57 6 59596) 


FT 




/note="AT rich" 


FT 




/rot. tvDe=TANDEM 


FT 


icpcdi icyiuii 


r nmn 1 pmpn -h f59R4S> 59949) 


FT 




/not:e="AT rich" 


FT 




/ TTiiL tvr)e=TANnF,M 

/ X. k^ w ^ _y ^ ^«XN x</x-j X X 


FT 




rTimril <=km*an1- /6nm R 600^7) 


FT 




/no*t"^="AT riph" 


FT 




/rot tvDe=TANDEM 

/ 4m ky \^ y X ^^x^ xy x_ix X 


FT 


1 c?|JCcii f cy lui 1 


rTiTnn 1 p^mf=kn 1-/60104 60197) 


FT 




/note="AT rich" 

f XX^y i^^X vXX 


FT 




/rot tvDe=TANDEM 


FT 




r^omnl e^me^nl" / 609 63 6099ft) 


FT 




/note="AT rich" 


FT 




/ r D t t VD e =TANDEM 


FT 


renpat rpnion 


comnlement / 60454 60588) 


FT 




/note="AT rich" 

/ XXW XXWIi 


FT 




/ m1" t" \7npi=TA"MDF.'M' 

/ ^ J tr XX^lNl^i_Ji 1 


FT 


rpnpat rpninn 
icMceii icyiuii 


noTTin 1 fam^nl" / 60779 6079ft^ 


FT 




f ^ \^ UX X ^ L> X 2^ 


FT 




/ml" t vnf»=T ANDFM 

/ X-^L« L-J^^C X^^lNlM^CilX 


FT 


rpripst rpnion 


60836 60917 


FT 




/mt uni t.=TAAAAA 


FT 




/ mt. tVDe=TANDEM 

/ X. k/ \^ ^ JF ^ ^ x^x>i x«/x_ix X 


FT 


rpnpat rpninn 


r'mnnl f^TTiAn t" /60957 60994) 


FT 




/rnt* ijnit"=TAAA 


FT 




/rnt tvDe=TANDEM 

/ J. k/ W ^Jrf^ XJ^XNL^XliX X 


FT 


repeat recjion 


complement ( 61036 . . 61102 ) 


FT 




/note="AT_rich" 


FT 




/ rp t_type=TANDEM 


FT 


repeat region 


complement {61144. .61205) 


FT 




/rpt_unit=TA 
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FT /rpt_type=TANDEM 

FT repeat region 61166.. 61205 

FT / r p t _ t y p e = TANDEM 

FT repeat region 61248.. 61279 

FT /rpt_unit=A 

FT / r p t _ t yp e =TANDEM 

FT repeat region complement {61288 .. 61319) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat _region 61320.. 61353 

FT /rpt_unit=TAAA 

FT /rpt_type=TANDEM 

FT repeat region complement {61396. . 61426) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT mRNA join {complement (63232. .>63297) , complement ( 63016 . .63102) , 

FT complement (62566. .62792) , complement ( 62213 . .62321) , 

FT complement (62010. .62067) , complement ( 61889 . .61924) , 

FT complement (61736. .61788) , complement (<6158 3. .61627) ) 

FT /locus_tag="PFL2090c" 

FT CDS join (complement (63232 . , 63297) , complement (63016. . 63102) , 

FT complement (62566. . 62792) , complement ( 62213 . . 62321) , 

FT complement (62010. .62067) , complement ( 61889 . .61924) , 

FT complement (61736. . 61788) , complement (61583. . 61627) ) 

FT /codon_start=l 

FT /db xref="GQA: Q8l4Z5 " 

FT / db_xr e f = " S PTREMBL : Q8I4Z5 " 

FT /note="Similar to Saccharomyces cerevisiae nuclear protein 

FT snf7 SW:SNF7_YEAST (P39929) (240 aa) fasta scores: E(): 

FT 5.3e-09, 31.602% id in 231 aa, and to Arabidopsis thaliana 

FT hypothetical 24.3 kda protein TR:Q9SZE4 {EMBL:AL07847 0) 

FT (219 aa) fasta scores: E(): 2.3e~07, 29.384% id in 211 aa" 

FT /product="P. falciparum homologue of yeast snf7" 

FT / 1 ocus_t ag= " PFL2 090c" 

FT /protein id=" AAN36502 > 1" 

FT /translation="MRFWFSKKKNSPEYSDNKKKNNDEIYKAILKNREAIDALEKKQVQ 

FT VEKKIKQLEIEAKQKVQNNQMNSAKILLKRKKLYEQEIENILNNRLTLEDNMINLENMH 

FT LHKIAVSALSYAANTHKKLNNEINPQKVEKIIDTIQENKDMQEEINQALSFNLINNVDD 

FT DEIDKELNLLKEQSLEKKLSAKVNNIPAIPNENINVPNKERQNVNFNEESDDEELKELI 

FT GEMT" 

FT repeat region complement (61656. . 61704) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (61802 .. 61844) 

FT /note="AT_rich" 

FT / r p t_t yp e=TANDEM 

FT repeat region 61940.. 61960 

FT /rpt_unit=A 

FT / rpt_type=TANDEM 

FT repeat region complement (61962 .. 61989) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (62086. . 62113) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat region complement (62124. . 62206) 

FT /note="AT_rich" 

FT / rp t_t ype=TANDEM 

FT repeat region complement (62330. . 62374) 

FT /rpt_unit=TA 
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FT / rpt_type=TANDEM 

FT repeat region complement ( 62388 62466) 

FT /note="AT_rich" 

FT / rpt_t ype=TANDEM 

FT repeat_region 62503.. 62549 

FT /rpt_type=TANDEM 

FT repeat region complement ( 62503 62549) 

FT /rpt_unit=TA 

FT / rp t_type=TANDEM 

FT repeat_region 62643.. 62683 

FT / rpt__type=TANDEM 

FT repeat region complement {62796. . 62863) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat_region complement { 62 915 .. 62955) 

FT /rpt_unit=TA 

FT / r p t _ t yp e =TANDEM 

FT repeat region 62920.. 62955 

FT /rpt_type=TANDEM 

FT repeat region complement (63111 .. 63182) 

FT / n o t e= " AT_r i ch " 

FT / r p t_ t yp e=TANDEM 

FT repeat region 63400.. 63430 

FT /rpt_unit=A 

FT / rp t_t yp e=TANDEM 

FT repeat region complement ( 63434 63464) 

FT /note="AT_rich" 

FT / rp t_type=TANDEM 

FT repeat_region complement (63468 .. 63524) 

FT /rpt_unit=TA 

FT / rp t_type=TANDEM 

FT repeat region 63468.. 63520 

FT / rpt_t ype=TANDEM 

FT repeat_region complement ( 63541 63621) 

FT / no t e= " AT_r i ch " 

FT / rp t_t yp e=TANDEM 

FT repeat region complement ( 63679 .. 63716) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region 63721.. 63749 

FT / rpt_t ype=TANDEM 

FT repeat region complement ( 63721 .. 63749) 

FT /rpt_unit=A 

FT / r p t_t yp e=TANDEM 

FT repeat region complement (63892 63921)- 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat region complement (63942 ,. 64008) 

FT /note="AT_rich" 

FT / rp t_type=TANDEM 

FT repeat region 64087.. 64123 

FT /rpt__unit=TAAAA 

FT / rpt_type=TANDEM 

FT repeat region complement ( 64182 64239) 

FT /note="AT_rich" 

FT / r p t_ t yp e =TANDEM 

FT repeat region complement (64295. . 64335) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (64401. . 64450) 
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FT /not e= "AT_rich " 

FT /rpt_type=TANDEM 

FT repeat region complement (64464 64496) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat region complement (64809 64866) 

FT /rpt_unit=TA 

FT / rp t_t yp e=TANDEM 

FT repeat region 64831.. 64866 

FT / rp t_t yp e=TANDEM 

FT repeat region complement ( 65149 65186) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (65209 65229) 

FT /note="AT_rich" 

FT / rp t_t yp e=TANDEM 

FT repeat region complement (65255. . 65316) 

FT /not e= " AT__r i ch " 

FT / rp t_t yp e=TANDEM 

FT repeat region complement (65328 .. 65505) 

FT / rp t_uni t =TATAA 

FT / rp t_t ype=TANDEM 

FT repeat_region complement (65534. . 65625) 

FT /rpt_unit=TA 

FT / r p t _t yp e =TANDEM 

FT repeat region 65572.-65625 

FT / rp t_t yp e =TANDEM 

FT repeat region complement (65644. . 65721) 

FT /rpt_unit=TA 

FT / rp t_t yp e=TANDEM 

FT repeat region complement ( 65742 .. 65788 ) 

FT /rpt_unit=A 

FT / r p t_t yp e=TANDEM 

FT repeat_region complement (65814 .. 65855) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (65856. . 65921) 

FT /rpt_unit=TA 

FT / rp t_t yp e =TANDEM 

FT repeat region 65856.. 65891 

FT /rpt_type=TANDEM 

FT repeat_region complement (65956. . 65986) 

FT /not e= " AT_r i ch " 

FT / rp t_t yp e=TANDEM 

FT repeat region 65987.. 66034 

FT / rp t_t yp e=TANDEM 

FT repeat region complement (65987 .. 66034) 

FT /rpt_unit=TA 

FT / r p t_t yp e=TANDEM 

FT repeat region complement (66058 .. 66171) 

FT /rpt_unit=TA 

FT / r p t _ t yp e =TANDEM 

FT repeat region 66177.. 66239 

FT / rp t_type=TANDEM 

FT repeat region 66180.. 66238 

FT /rpt_unit=TATAA 

FT / r p t_t yp e=TANDEM 

FT repeat region complement ( 66239 .. 66296) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 
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FT repeat region complement ( 66322 66402 ) 

FT /note="AT_rich" 

FT / rp t_t yp e=T ANDEM 

FT repeat region complement (66403. . 66432) 

FT /rpt_unit=A 

FT / rp t_t yp e=TANDEM 

FT repeat_regton complement (66433 66501) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat_region 66446.. 66480 

FT / rp t_type=TANDEM 

FT repeat region complement (66446. . 66480) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat_region complement (66502 .. 66629) 

FT /rpt_unit=TA7\A;\A 

FT / r p t _t yp e=TANDEM 

FT mRNA join(<66661. . 667 60, 67115. . 67215, 67440. .>67 58 6) 

FT /locus__tag=" PFL2 0 9 5w" 

FT CDS join (66661. .667 60,67115. .67215,67440. .6758 6) 

FT /codon_start=l 

FT / db_x r e f = " GO A : Q8I4Z4 " 

FT /db xref="SPTREMBL: Q8l4Z4 " 

FT /note="HMMPfam hit to PF01253, Translation initiation 

FT factor SUIl, score 1.3e-32" 

FT /product="Translation initiation factor SUIl, putative" 

FT /locus_tag="PFL2 0 95w" 

FT /protein id=" AAN36503 . 1 " 

FT /translation="MNLAIQNLGINDPFTNENIVDKGNGKSNATNLIHIRNQQRNGRKS 

FT VTTVQGLGKTFDLKKMVRALKKEFNCNGTIIEDIEHGSIIQLQGDKRNNVKEFLIREGI 

FT CALEHIRIHGA" 

FT repeat region complement (66766. . 66843) 

FT / no t e= " AT_r i ch " 

FT / rp t_t ype=TANDEM 

FT repeat region complement (66924 .. 66974) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat region complement (67036. . 67097) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat region complement (67223. . 67267) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat_region 67281.. 67304 

FT /rpt_unit=A 

FT /rpt__type=TANDEM 

FT repeat region complement (67310 .. 67409) 

FT /rpt_unit=TA 

FT / r p t _ t yp e = TANDEM 

FT repeat region 67361.. 67389 

FT / rpt_type=TANDEM 

FT repeat region 67387.. 67411 

FT / rp t_type=TANDEM 

FT repeat region complement (67590 .. 67648) 

FT /note="AT_rich" 

FT / rp t_t ype=TANDEM 

FT repeat region 67657.. 67717 

FT /rpt_unit=A 

FT / r p t_t yp e=TANDEM 

FT repeat region complement (67852 67880) 
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FT /note="AT_rich" 

FT /rpt__type=TANDEM 

FT repeat region complement (67892 67937) 

FT /rpt_unit=TA 

FT / rp t_t ype=TANDEM 

FT repeat region 67892.. 67926 

FT / rpt_type=TANDEM 

FT repeat region complement ( 67996 .. 68034) 

FT /note="AT_rich" 

FT / rp t_t ype=TANDEM 

FT repeat_region complement ( 68063 68121) 

FT /rpt_unit=A 

FT /rpt_type=TANDEM 

FT repeat region 68236.. 68270 

FT /rpt_unit=A 

FT / r p t _t yp e =TANDEM 

FT repeat region 68300.. 68319 

FT /rpt_unit=A 

FT / rp t_type=TANDEM 

FT repeat region complement (68374. . 68471) 

FT /rpt_unit=TA 

FT / r p t _t yp e =TANDEM 

FT repeat region 68434.. 68466 

FT /rpt_type=TANDEM 

FT repeat region 68475.. 68520 

FT / r p t _t yp e = TANDEM 

FT repeat region complement (68475. . 68520) 

FT /rpt_unit=A 

FT / r p t _t yp e =TANDEM 

FT repeat region complement (68539. . 68582) 

FT /rpt_unit=A 

FT /rpt__type=TANDEM 

FT repeat region complement (68584 .. 68642) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (68767 68874) 

FT /note="AT_rich" 

FT / rp t_type=TANDEM 

FT repeat_region complement (68947 .. 69005) 

FT /rpt_unit=TA 

FT / rp t_ t yp e=TANDEM 

FT repeat region 68964.. 69009 

FT /rpt_type=TANDEM 

FT repeat region complement (69055 69122) 

FT / no t e= " AT_r i ch " 

FT / rp t_type=TANDEM 

FT repeat region complement (69156 69209) 

FT / no t e= "AT_r i ch " 

FT / rp t_type=TANDEM 

FT repeat region complement (69292 .. 69445) 

FT /note="AT_rich" 

FT / rpt_type=TANDEM 

FT repeat region 69532.. 69574 

FT / r p t_t yp e =TANDEM 

FT repeat region complement (69532 .. 69574) 

FT /rpt_unit=TA 

FT / rp t_type=TANDEM 

FT repeat region complement (69598 .. 69679) 

FT /rpt_unit=TAAAA 

FT /rpt_type=TJ\NDEM 
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FT repeat region 69724.. 69749 

FT /rpt_unit=A 

FT / rp t_ t yp e =TANDEM 

FT repeat region complement {69800. . 69879) 

FT /note="AT_rich" 

FT / rp t_type=TANDEM 

FT repeat region 69827.. 69861 

FT / rpt_type=TANDEM 

FT repeat region complement (69827 .. 69861) 

FT /rpt_unit=TA 

FT / rpt_t ype=TANDEM 

FT repeat region complement (69926. . 69950) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region 69963.. 69998 

FT /rpt_unit=A 

FT /rpt_type=TANDEM 

FT repeat region complement (70028 .. 70150) 

FT /not e= "AT_r ich " 

FT / rpt_type=TANDEM 

FT repeat region complement (70199 .. 70239) 

FT /rpt__unit=TA 

FT / r p t_ t yp e=TANDEM 

FT repeat, region 70203.. 70239 

FT / r p t _t yp e=TANDEM 

FT repeat region 70308.. 70347 

FT /rpt_unit-TAAAA 

FT / r p t_t yp e=TANDEM 

FT mRNA <70363. .>71760 

FT /locus_tag="PFL2100w" 

FT CDS 70363.. 71760 

FT /codon_start=l 

FT / db_x r e f = " GO A : Q8I4Z3 " 

FT / db_xr e f = " S PTREMBL : Q8I4Z3 " 

FT /note="Contains Plasmodium falciparum Cg2 omega repeats" 

FT /product="hypothetical protein" 

FT / locus_tag=" PFL2 1 0 Ow" 

FT /protein id=" AAN36504 . 1" 

FT /translation="MWYDNERIVEEEGISRLLVGRTFAYFPKYVDGKNNSISSESKENL 

FT DSIDNITYDNKEYVLITQRLGRTIIPLNPELLAQSTFDQDIIDGYLNEIHKNVHNYSIL 

FT TEYSFLMNEIPRNFYCLPQIDNLLIWDVFIMLYSTVYKNAKLKLQIRLSHNYPNTCPEV 

FT FFITPIFHPLVNIQTGKLNLGTSLSNWDPSCHYMSLIFLYIKNLFYLQEEYNKETVENQ 

FT E AL FLLNNDKDE FI KNVQKY INQGNKKI YDHMENCMFNFNQKEEH I E I KDKLENI KTDQ 

FT VCARKAEAFVHWLINEYSMENTNGDGDTTNEDDNNINGDDNNINGDDNNINGDDNNING 

FT ' DENSINGYENNINGDENNINGDDNNINGDDNNINGDENSINGYENNINGDDNNINGDEN 

FT NINGDDNNINGDDNNINVDENNINEDENNKENIKRDDTNEEYNQNDNINVEKYSMDNYI 

FT NNVSTNE" 

FT repeat region 71299.. 71632 

FT / rp t_type=TANDEM 

FT repeat region complement (71726. .71783) 

FT /note="AT_rich" 

FT / r p t _t yp e=TANDEM 

FT repeat region 71818.. 71857 

FT /rpt_unit=TAAAA 

FT /rpt_type=TANDEM 

FT repeat region complement (71863 .. 71924) 

FT /rpt_unit=TA 

FT / rpt_type=TANDEM 

FT repeat region 71877.. 71902 

FT /rpt_type=TANDEM 
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FT repeat region complement (71941. . 71962) 

FT /note="AT_rich" 

FT / r p t_t yp e=TANDEM 

FT repeat region complement (72043. .72092) 

FT / no t e= " AT_rich " 

FT /rpt_type=TANDEM 

FT mRNA join (complement (72701 . .>73652) , complement ( 72527 . .72598) , 

FT complement (72343. .72393) , complement (<72 187 . .72224) ) 

FT /locus_tag="PFL2105c" 

FT CDS join (complement (72701. .73652) , complement (72527 . .72598) , 

FT complement (72343. .72393) , complement ( 72187 . .72224) ) 

FT /codon_start=l 

FT /db xref="SPTREMBL: Q8l4Z2 " 

FT /product="hypothetical protein" 

FT /locus_tag="PFL2105c" 

FT /protein id=" AAN36505 . 1" 

FT /translation="MNSILYKKIKLTDDAVKNFNVIRAFKYKQSITKNISWSCDGELLL 

FT ASNGNDSITLYSLIKGNNIKTLYSKKSGVDWRFLNNTNEVIICSTKSNNTEHKQFLRF 

FT WDIKENKYIKSLPQIGNICELNGISINYNKKLMLVNSDDGHVKLYYFNCDSPLILYKSN 

FT FVRPVSCFDNEGHIFIASYGKKEIHFYDLLMYDRGEYNIIDLKNIMTNEEFITNLFFTP 

FT DNKYIIISTNHNNHYKIDSITGTYICTYKYPRSENQQWDMSNTTKDIINQYTYSQTNDK 

FT LQQTLNNTNEKNIYFQNRNDMFFMPTITPDGHYVMCGGKDAGIHIWSEGGNHVTTLYGH 

FT EGPPNNVSFNPKCSVLASSCLNIALWQPSL" 

FT repeat_region complement (72226. . 72247) 

FT /note="AT_rich" 

FT / r p t_t yp e=TANDEM 

FT repeat region complement (72248 72305) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat region 72260.. 72305 

FT / rp t_type=TANDEM 

FT repeat region complement (72442 .. 72474) 

FT /rpt_unit=TA 

FT / rpt_t ype=TANDEM 

FT repeat region complement (72482 72506) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (72621 .. 72672) 

FT /no t e= "AT_rich " 

FT /rpt_type=TANDEM 

FT repeat region complement (72936. . 72985) 

FT /note="AT_rich" 

FT / rp t_type=TANDEM 

FT repeat_region complement (73243. . 73266) 

FT /note="AT_rich" 

FT / rp t_type=TANDEM 

FT repeat region complement (73619 .. 73639) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (73653 .. 73679) 

FT /rpt_unit=TA 

FT / rp t_type=TANDEM 

FT repeat region complement (73775 .. 73810) 

FT /rpt_unit=TA 

FT / rp t _t yp e=TANDEM 

FT repeat region 73775.. 73806 

FT /rpt_type=TANDEM 

FT repeat region complement (73811 .. 73851) 

FT / no t e= " AT_rich " 

FT /rpt_type=TANDEM 



http : //www. ebi . ac .uk/cgi -bin/emblf etch 



12/1/03 



EBI ANALYSIS TOOL 



Page 41 of 201 



FT repeat region 73983.. 74010 

FT /rpt_type=TANDEM 

FT repeat region complement {73983. .74010) 

FT /rpt_unit=TA 

FT / rpt_type=TANDEM 

FT repeat_region complement (74015 .. 74054) 

FT /note="AT_rich" 

FT / rpt_t ype=TANDEM 

FT repeat region 74152.. 74208 

FT / rpt_t ype=TANDEM 

FT repeat region complement {74152 74208) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat region complement {74240. . 74288) 

FT /note="AT_rich" 

FT / r p t_t yp e=TANDEM 

FT repeat region complement (74318 .. 74471) 

FT / not e= "AT_rich " 

FT / r p t_t yp e=TANDEM 

FT repeat region 74496.. 74523 

FT / rp t_t yp e=TANDEM 

FT repeat region complement (74496. . 74523) 

FT /rpt_unit=TA 

FT / rp t_type=TANDEM 

FT repeat region 74537.. 74566 

FT /rpt_unit=A 

FT / rp t_type=TANDEM 

FT repeat region 74571.. 74619 

FT /rpt_type=TANDEM 

FT repeat region complement (74571 .. 74619) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat region complement (74680 .. 74705) 

FT /note="AT_rich" 

FT / rp t_type=TANDEM 

FT repeat region complement (74718 74752) 

FT / n o t e= " AT_r i c h " 

FT / r p t _t yp e =TANDEM 

FT mRNA join (complement ( 81056 . . >81439) , complement (7 9985 . . 8087 8) , 

FT complement (77703. .79862) , complement (75590 . .77351) , 

FT complement (75296. .75364) , complement (<7 4767 . .75038) ) 

FT /locus_tag=" PFL2 110c" 

FT CDS join (complement (81056. .81439) , complement (7 9985 . .80878) , 

FT complement (77703. .79862) , complement ( 75590 . .77351) , 

FT complement (75296. .75364) , complement ( 74767 . .75038) ) 

FT /codon_start=l 

FT / db_xr e f = " S PTREMBL : Q8I4Z1 " 

FT /note="match to ESTs BM274594.1, BM273586.1" 

FT /product="hypothetical protein" 

FT /locus_tag=" PFL2 110c" 

FT /protein id=" AAN36506 ♦ 1" 

FT /translation="MILDKFKNIVNLSNSNTEKEEGKNAEINENNDPNTQLAHEPSIVE 

FT ADEKTFFDEMLGAPQYTYDEFLQVLKNPIEERGDTEDMKKHWGYPRRWKVILWDLHIQN 

FT YMNNDFNAFVDFDFGGNREECRIQRGSTMKIYAKGKTKNCLRTPWTNVATEQKKNMNF 

FT RNVFEYRGSYLDLENEKLRIRVWEYKQFTLNKLEGIYEEPLLSFAVGEIYNETTLYKFI 

FT KDSRVKRCRLYFQLYFQELYDFELSFLNWSFSDLLSSSYIQAKSYNYLSNKNNVKKRYI 

FT DDTSCNIFPHMCKNFKRFHKKKIYRKVRNYDIDKNFSFNTALSDDSDERKNKNDRTIKN 

FT LEKLFVRNLTLMQNIEENEDMSYKNLQNINLPNPRVTITLSHTPKGHEGLNIISIEQKS 

FT IRFPIWENLGEIYFRGTLRDLDVSYLNIKVEDMSAPKSAREIGTCQISLKGIVDYPYVM 

FT HELEAPSWLVKEAKYEGWENKLNEWKLGTVEGKVIINRVPRYRQRGDIYHIDSKQPYLI 



http ://www. ebi . ac.uk/cgi -bin/emblf etch 



12/1/03 



EBI ANALYSIS TOOL 



Page 42 of 201 



FT VHIFNIDKIITVDNIKELDTYVEVSFDETSRRTRLMKKTLSPNYDSQISIPLRFNNKND 

FT INYENLSKKGLIYIDVWGKSEDIVYIGGISISPYEIFFNEKNVRRNKTKLEHIDLETNV 

FT KITYDTWYRGCKKLCFLHDDQRMSNIHFSIWTYPDILGNSTNQKKIVAPVSFNTTMNF 

FT PIKLAEKYNKLKKLFMEVLKTIKSIPENCTDVNTSTRFYNYELINQRKEKHFLPTLITS 

FT IKSPYCAESMNAIFHYVRCIPFIHKKENIIFTPDFTLQLKGGNALDHSLLLCSLFLGIP 

FT VLAFVCFGTLWDKQKHSWVATFEYNDEKNYGIVKFWETTTGNVYILKKRFIDHNRLKGL 

FT ELKLKESKYKSHLRNGFLQRYENNTDINYIKEQTKRHIKQLFKNRINDIPIGGPSLPYK 

FT TIDLIFNHKNIYVNLQHSSPLNIWYDYWKFDFWFPFSSIEYNLQPSFTIKSFTHKMEDM 

FT ELDKIAKELRTNIEKNINIYRASRNLSTRWNRDETLEIFLQVGLELLHQLNTSRKEDVL 

FT LAKLKIEDWKKALYHKVPQSHRLLGFPYHFNTYKSKFISDKLISTLAILESRDRSLCLS 

FT LAVCLYSLPGNFISCYIYIITCVKITQRELRKMEIIKEKAQRMAEIKNSQKKKKSSDDQ 

FT NIDIKTMDDVEEKETFSSTNLDDTLHDEHTDIDTEKKKHEKDNYKNKKIKNTKLKDANI 

FT DNEEKDDHHHITDKKVSKSSDLIHSFDKNDISKNTFDKEEFINNLDKDKKYSSFKKGNV 

FT VNKKVS I KNE PS INI YEDHKI YDDENI SNNI DNMENNQDE I YNLRQGKT I INE FQQVKK 

FT PQKYTINEKRDDIKTKKKRSKEKKKQDKLEFEKLIQSNAYFEQEKKKLQEDIKKLEKDK 

FT EQFQKEKIRREEKEKQLLLEEKIKLQKEKELFENEKLERKMSYMLKINELEKKKNERNK 

FT MEKSYKRMIQKDKEKKKKKESRDKIRRGEEEKMSADEhnyiKEEQKMREEQKVGEEQKVGE 

FT EQKVGEEQKLREEQKMREEQKMREEQKMREEQKMREEQKVREEQKMREEQKMREEQKMR 

FT EEQKVREEQKLREEQKMREEQKMREEQKMREEEKIREEEQMKREKKMRREEKKKRVQEP 

FT IKIDEIQVYDIIKNEKMKKKEEKEEKKRKKKKEDIEDKYKIGKEASLDENNNERQIKSK 

FT NIQEISDYEYKNIKENKNLNKFDEKLDLNQIYSKASNFYDNQEKKRRTIKVHANRKENS 

FT DSTFSHIDDSIKNKKEYLEDSNIARYLYEKRKHDLIGKGNYNFDEPHYGKKMNNVAYQD 

FT IKGSNLFKGFIEEPSSKKSPQKKKIVIVRKN" 

FT repeat_region complement (75178 75216) 

FT /rpt_unit=A 

FT / rp t_t ype=TANDEM 

FT repeat region 75186.. 75216 

FT /rpt_type=TANDEM 

FT repeat_region complement (75233 .. 75294) 

FT /note="AT_rich" 

FT / rpt_type=TANDEM 

FT repeat region 75378.. 75440 

FT /rpt_type=TANDEM 

FT repeat_region 75383.. 75423 

FT /rpt_unit=TA7\A 

FT /rpt__type=TANDEM 

FT repeat region 75401.. 75440 

FT /rpt_type=TANDEM 

FT repeat_region complement (75447 .. 75583) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat region 75447.. 75510 

FT /rpt_type=TANDEM 

FT repeat region complement (75636 .. 75735) 

FT /rpt_unit=TAAAAA 

FT /rpt_type=TANDEM 

FT repeat region complement (75778 .. 75824) 

FT /rpt_unit=GAAAA 

FT / rpt_t ype=TANDEM 

FT repeat region complement (75887 .. 75927) 

FT /rpt_unit=GAAAA 

FT / rpt_type=TANDEM 

FT repeat region 75929.. 76297 

FT / rp t_t yp e=TANDEM 

FT repeat region complement (75950. . 76124) 

FT /rpt_unit=GAA 

FT / r p t_t y p e =TANDEM 

FT repeat region complement (76041 .. 76213) 

FT /rpt_unit=CAAAAA 

FT /rpt_type=TANDEM 
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FT repeat region complement (76203 76378) 

FT /rpt__unit=GAA 

FT / rpt_type=TANDEM 

FT repeat region complement (76257 .. 76433) 

FT / rp t_uni t =GAAAA 

FT / rpt_type=TANDEM 

FT repeat__region complement (76686. . 76756) 

FT /rpt_unit=A 

FT / rp t_t ype=TANDEM 

FT repeat region complement (77138 .. 77167 ) 

FT /note="AT_rich" 

-FT /rpt_type=TANDEM 

FT repeat region 77354. .77456 

FT /rpt__unit=A 

FT /rpt_type=TANDEM 

FT repeat region 77461.. 77592 

FT /rpt_unit=TA 

FT / rpt_type=TANDEM 

FT repeat region 77463.. 77497 

FT / rp t_type=TANDEM 

FT repeat region 77561.. 77592 

FT / rpt_type=TANDEM 

FT repeat region complement (77630 .. 77679) 

FT /rpt_unit=TA 

FT / rpt_type=TANDEM 

FT repeat_region complement (78113 .. 78141) 

FT /note="AT_rich" 

FT / rpt_type=TANDEM 

FT repeat_region complement (78306. . 78343) 

FT /note="AT__rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (79012. .79042) 

FT /note="AT_rich" 

FT / rp t_t yp e=TANDEM 

FT repeat region 79894.. 79945 

FT / rp t_t yp e=TANDEM 

FT repeat region complement (79894 .. 79945) 

FT /rpt_unit=TA 

FT / r p t_t y p e =T AND EM 

FT repeat region 79945.. 79982 

FT /rpt_type=TANDEM 

FT repeat region complement (79946 .. 79982) 

FT /rpt_unit=A 

FT /rpt_type=TANDEM 

FT repeat region complement (80347 .. 80384) 

FT /note="AT_rich" 

FT / rp t_t ype=TANDEM 

FT repeat region 80892.. 80920 

FT /rpt_unit=A 

FT / rp t_type=TANDEM 

FT repeat region complement (80938 .. 80978 ) 

FT /rpt_unit=TA 

FT / rpt_type=TANDEM 

FT repeat_region complement (81001 .. 81043) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat_region complement (81485. . 81525) 

FT /rpt_unit=TA 

FT / rp t_t ype=TANDEM 

FT repeat region complement (81572. . 81593) 
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FT /rpt_unit=TATAA 

FT /rpt_type=TANDEM 

FT repeat region 82900,. 83084 

FT /rpt_unit=TAAAA 

FT /rpt_type=TANDEM 

FT repeat region 83050.. 83084 

FT / rpt_type=TANDEM 

FT repeat region 83050.. 83080 

FT /rpt_unit=TAA 

FT /rpt_type=TANDEM 

FT mRNA join (complement (8 6164 . . >86354) , complement ( 83400 . . 85964) , 

FT complement {<83102. .83264) ) 

FT /locus_t ag= " PFL2 115c" 

FT CDS join (complement ( 86164 .. 86354 ) , complement ( 83400 . . 85964) , 

FT complement (83102. .83264) ) 

FT /codon_start=l 

FT /db_xr e f = " S PTREMBL : Q8I4Z0 " 

FT /note="HMMPfam hit to PF01134, Glucose inhibited division 

FT protein A, score 4.3e-183" 

FT /product="glucose inhibited division protein A homologue, 

FT putative" 

FT /locus_tag="PFL2115c" 

FT /protein id=" AAN36507 . 1" 

FT /translation="MFIIIIFFEMFIRFNKFLKLKVSFYSLLLLLLFIIYIFFFCSPCY 

FT AYNFSKVKQTFLWPYSPPKIKRGNHLKSSQISEKCPCNNVKKNYDVIVIGGGHSGCEAS 

FT YISAKSNAMTLLVTQNKETIGEMSCNPSIGGIGKGILVKEIDALGGLMGKVIDKSGIHF 

FT KILNMKKGLAVRGHRAQADRDLYNYYMKEYLYNTPNLDILENSVQSLLIDTYEDKNNNN 

FT DNINDYNNNVKKKKIYGIKNKCSCEIYSHNVILTTGTFLGGICHIGKDKYIGGRIKRLI 

FT NNFDLKMKKGNIESIKTNDEPIIKQDKLKKINQNGESTIlSrNMHNNYNEDNKKYINYEEN 

FT LNIPFEKLIESSTKNIAQQLRENNFEIKRMKTGTPPRLDINSINFHVLEREDTEKDYPF 

FT YFSFLNMNKINNNKTLPCYKTYTNLKTHELVRNNLAQLPDYDSFDKFGNGPRYCPSIAK 

FT KVMKFSEKKKHIIWIEPEGFNNKLIYPNGLSSAYPIHIQKDIINSIKGLENAQIVFPAY 

FT DVEYYYVNPKCLNYTLETKNVKGLFLAGQICGTTGYEEAACQGIVAGINAALNSKKDNN 

FT KYNNNNNNENNNNHNINNDEVNKFILKRNESYIGVLIHDLINKGITEPYRMFTSRAEYR 

FT LFLRPDNCDIRLTPKANQLGIVSKERIYMLRQKYSSVNKFIYVFKKILINEDNPNSTYE 

FT NMNKSNTYINETKEIKKNIKHNVNQELQHIDKLNPNNLIYSKNDNNHINTIETNIREKQ 

FT FEASNNYNKQNDELLQTYNHIDNEKNILKKENKLSLNTKLFNSKNNSNINYTHHDNKNI 

FT KSLYNILKSGVEYPLNDLLHGIKNLHNQEQFKNYLSKHIYSLDIYKDIYTRDPSFFNSD 

FT DVLINIATLETACAEIKYSSYLKKQFQEIRKINDNFDLVIPRDLKYDRNNFPYLSNEEI 

FT EKLNKFKPQTLFEANKIEGVTMSAVNYLYYHIKYERRKENKS" 

FT repeat region 83278.. 83305 

FT /rpt_unit=A 

FT /rpt_type=TANDEM 

FT repeat_region 83312.. 83379 

FT / r p t_t y p e =T ANDEM 

FT repeat region complement ( 83312 .. 83379) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat_region complement ( 83695 .. 83733) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (83926. . 83969) 

FT /note="AT_rich" 

FT / r p t_t yp e=TANDEM 

FT repeat region complement (84371 .. 84435) 

FT /rpt_unit=TAA 

FT / rpt_type=TANDEM 

FT repeat region 84374.-84435 

FT /rpt_type=TANDEM 

FT repeat region complement (84704 84724) 
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FT / no t e= " AT_r i ch " 

FT / rp t_t ype=TANDEM 

FT repeat region complement (84921. . 84958) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (85145. . 85185) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (85426. . 85461) 

FT /note="AT_rich" 

FT / r p t_t yp e=TANDEM 

FT repeat region complement (85463 85506) 

FT /rpt_unit=TAA 

FT / r p t_t yp e=TANDEM 

FT repeat_region complement (85567 .. 85605) 

FT /note="AT_rich" 

FT / rpt_type=TANDEM 

FT repeat region 85967.. 86044 

FT /rpt_unit=A 

FT / rp t_type=TANDEM 

FT repeat region complement ( 86093 .. 86118 ) 

FT /rpt_unit=CATA 

FT / rp t_t yp e=TANDEM 

FT repeat_region complement (86126. . 86162) 

FT /note="AT_rich" 

FT / r p t_ t yp e =TANDEM 

FT repeat region 86231.. 86285 

FT /rpt_unit=TAAAAA 

FT / rp t_t yp e=TANDEM 

FT repeat region complement ( 86298 .. 86351) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region 86419.. 86474 

FT /rpt_unit=TAAA 

FT /rpt_type=TANDEM 

FT repeat region complement (86532. .86559) 

FT /note="AT_rich" 

FT / rp t_type=TANDEM 

FT repeat_region complement (86645. . 86733) 

FT /rpt_unit=TA 

FT / rpt_type=TANDEM 

FT repeat region complement (86791 .. 868 60) 

FT /rpt_unit=TA 

FT / r p t_ t yp e=TANDEM 

FT repeat region 86814.. 86852 

FT / rpt_type=TANDEM 

FT repeat region complement (86920. . 86980) 

FT /rpt_unit=TA 

FT / r p t _ t yp e =TANDEM 

FT repeat region 87009.. 87124 

FT /rpt_unit=TATAA 

FT / rp t_t yp e=TANDEM 

FT repeat region 87191.. 87248 

FT /rpt_type=TANDEM 

FT repeat region 87193.. 87268 

FT / rp t_t ype=TANDEM 

FT repeat region complement { 87193 87266) 

FT /rpt_unit=TAAAA 

FT /rpt_type=TANDEM 

FT repeat region complement (87301 .. 87337) 
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FT /note="AT_rich" 

FT / rp t_t ype=TANDEM 

FT repeat region 87352.. 87420 

FT /rpt_type=TANDEM 

FT repeat region complement (87352 87420) 

FT /rpt_unit=TA 

FT / rp t_type=TANDEM 

FT repeat region 87352.. 87400 

FT /rpt_type=TANDEM 

FT repeat_region complement (87442 87490) 

FT /rpt_unit=A 

FT / rpt_type=TANDEM 

FT repeat region 87442.-87482 

FT / rp t_type=TANDEM 

FT repeat region complement (87510. . 87617) 

FT /rpt_unit=TAAAAA 

FT / rpt_type=TANDEM 

FT repeat region complement ( 87659 .. 87783) 

FT /note="AT_rich*' 

FT / rp t_type=TANDEM 

FT repeat region complement (87818 .. 87842) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat_region 88010.. 88046 

FT /rpt_unit=TATAA 

FT / rp t_t ype=TANDEM 

FT repeat region complement (88066. . 88097) 

FT /note="AT_rich" 

FT / rpt_type=TANDEM 

FT repeat region complement ( 88157 .. 88220) 

FT /rpt_unit=TA 

FT / rpt_t ype=TANDEM 

FT repeat region 88161.. 88220 

FT /rpt_type=TANDEM 

FT repeat region complement ( 88271 .. 88348) 

FT /rpt_unit=TA 

FT / rpt_t ype=TANDEM 

FT repeat region 88291.. 88336 

FT / rpt_type=TANDEM 

FT repeat region complement (88349 .. 88369) 

FT /note="AT_rich" 

FT / rp t_t ype=TANDEM 

FT mRNA join{<88380. .91758,91865. .91975,92156. .92341,92496. .92665, 

FT 92815. .>92859) 

FT /locus_tag="PFL212 0w" 

FT CDS join(88380. .91758,91865. .91975,92156. .92341,92496. .92665, 

FT 92815. .92859) 

FT /codon_start=l 

FT /db xref="SPTREMBL: Q8l4Y9 " 

FT /note="match to ESTs BM274216.1, N98121.1" 

FT /product="hypothetical protein" 

FT /locus_tag=" PFL2 12 Ow" 

FT /protein id=" AAN36508 . 1" 

FT /translation="MKKEGVDHNKLPNKEVNNFRLMTQLIELKKHKKAYKICEQILKKY 

FT PKNGETLSVKGYLLNLMDDKNKEDAFRLIKEGIKNNLSSSFCWYLYGCLYKIYKNYDEA 

FT LKCFMKSIKLNRFDFKALKEACIILLYLKRYDQFKDLRLDMYNDSVKNVKDKAVLVFSY 

FT HLTKSYEKCYVIIKQIDNELINDNELSINEKHDLLVYLSEILLEGKKYKECLNFLNKYQ 

FT SVLLDTLWYYQMLGLLYLYQDDFKTSNLYFKKAFSMNYENINILLLILYTERDYYMHCD 

FT NNTDEKDQNLNNCKENITNSMSTNTQGKKTLSSLFYLDYKNEHKANEKVILDNNVKILL 

FT HELILDIYGSDRNLKLLSYVEKNIINDYICHNLDMKKYDIYSVSQFNNFVNINLIDQHN 
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FT IIPSMDIDNVDGFIDKLNENIKKENKNILNNNNNNNNANLDKSPYDYHQFNNLHFSELL 

FT GVDLPYCYKKKYEKHMDKLYYFKIKNLNEEEEECLEKYFNNLQQLYKNSNLLKIIPLYF 

FT FNENKFSLYVEQLIRSLCFQKSLTIFNYFKPLLTFRNINIILFLLHKYIDYYDKQKDIC 

FT PFIVKTDIQVKNDIMEENTQNLKTKNNEHMENKEDLNNISDHLQNVKNLDTSTHFEKRE 

FT DMEQHDEKMYNKNEDKSNGILLSDHNNNNKDNKKSKKNDKVDEEEDDDENIPSELNDKD 

FT LE KL I E KNVE I KD LMGI S S P LGNNN I KKKKDNKKNNDNE NKE IKLDLKKSCLTNEE KKE 

FT YFIICIYSFIIQLYDYINCTDKALELIEKCIKSIEQKTNKNLIYELIFIKGLIYKRNGN 

FT YLGAYKYFEQCRNVNIGDRYINTKTIKTCLKCGLIKDAKKMT^IFTNPLDNNFFKNINE 

FT TQCFWLEYNISLSYVNNHPNIHLIHYLKTEANNIYDFKNVSPCDNQHNVKNITTQNGNI 

FT PHHNDNNNNNNNNDDDTNKIDDMLNETPFNLKKSILLENDINSKNIFQDYSKGLHLLHM 

FT GHKQFIDIHEDQICFYYYTMRKMLFKTYRHLLYMTGHLFSSRFYRRFGKSLIRILIDMY 

FT DFKITGKVETNKGNKKKNKTNNNNNNNNNVLNQEENIFYEHIQNEPLDNAMIYMNTFLS 

•FT QPNIDISVHRLNYEiEKRKGKDYIQLINIITKMKSIFPHHNYHHKLAPVISHYLHTVPI 

FT DDMSDNDKKEITTKLNELFNLNHSEYDVNLLKTIRKQYIEDFINFFEEHKKGDLCYYQS 

FT ALEVYMDCNEKIDSRFLKKVDMNIEKNKLERCFKFLRFLIKHKEKHLSLSELIDPFKAA 

FT CRKIYPLATAFE" 

FT repeat region complement (89004 89042) 

FT /not e= "AT_rich " 

FT /rpt_type=TANDEM 

FT repeat region complement (89124. .89193) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement ( 89368 .. 89423) 

FT /note="AT_rich" 

FT / rp t_t ype=TANDEM 

FT repeat region complement ( 89612 .. 89663) 

FT /note="AT_rich" 

FT / rp t_t ype=TANDEM 

FT repeat, region 89664.. 89687 

FT /rpt_unit=TAA 

FT / rpt_t ype=TANDEM 

FT repeat region complement (89803 .. 89837 ) 

FT /note="AT_rich" 

FT / rp t_t yp e=TANDEM 

FT repeat region complement (89860 .. 89936) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region 90358.. 90403 

FT /rpt_unit=TAA 

FT /rpt_type=TANDEM 

FT repeat region 90528.. 90583 

FT /rpt_unit=TAA 

FT / rp t_type=TANDEM 

FT repeat_region complement ( 90637 .. 90693) 

FT /note="AT_rich" 

FT / rpt_type=TANDEM 

FT repeat region complement (90752 90803) 

FT /note="AT_rich" 

FT / rp t_type=TANDEM 

FT repeat region complement ( 90964 .. 90989) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region 91185.. 91218 

FT /rpt_unit=TAA 

FT /rpt_type=TANDEM 

FT repeat region 91583.. 91610 

FT /rpt_unit=TAA 

FT / rp t_type=TANDEM 

FT repeat_region 91764.. 91810 

FT /rpt_unit=TAAAA 
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FT / rpt_type=TANDEM 

FT repeat region complement ( 91811 91863) 

FT / no t e= " AT_r i ch " 

FT / rpt_type=TANDEM 

FT repeat region 91978.. 92019 

FT / rp t_t yp e=TANDEM 

FT repeat region complement (91982 .. 92019) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat_region complement (92088 92153) 

FT /rpt_unit=TAAAAA 

FT /rpt__type=TANDEM 

FT repeat_ region 92090,. 92152 

FT / rp t_t ype=TANDEM 

FT repeat, region 92402.. 92454 

FT / rp t_uni t =T AAA 

FT /rpt_type=TANDEM 

FT repeat region 92402.. 92442 

FT / rpt_type=TANDEM 

FT repeat region complement (92659 .. 92686) 

FT / no t e= " AT_r i ch " 

FT / rpt_type=TANDEM 

FT repeat region complement (92706. . 92733) 

FT /note="AT_rich" 

FT / rpt_type=TANDEM 

FT repeat region complement ( 92756. . 92779) 

FT /rpt_unit=TA 

FT / rpt_type=TANDEM 

FT repeat_region complement (92780. . 92812) 

FT /rpt_unit=A 

FT / rpt_type=TANDEM 

FT repeat region 92862.. 92897 

FT /rpt_unit=A 

FT / rp t_type=TANDEM 

FT repeat region complement (92900. . 92931) 

FT /note="AT_rich" 

FT / rp t _ t yp e =T ANDEM 

FT repeat region complement ( 92959 93015) 

FT /note="AT_rich" 

FT / rp t_type=TANDEM 

FT repeat region complement (93069 .. 93096) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat region complement (93143 93183) 

FT /rpt_unit=TAAA 

FT / rpt_type=TANDEM 

FT repeat region complement (93213. . 93308) 

FT /note="AT_rich" 

FT / rp t_type=TANDEM 

FT repeat region 93324,. 93352 

FT /rpt_unit=A 

FT / r p t_t yp e =TANDEM 

FT repeat region 93423.. 93462 

FT / rp t_ t y p e =TANDEM 

FT repeat region complement (93423. . 93462) 

FT /rpt_unit=TA 

FT / rp t_t ype=TANDEM 

FT repeat region complement ( 93486 .. 93549) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 
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FT mRNA complement (<93547. .>96384) 

FT /locus_tag="PFL2125c" 

FT CDS complement (93547. . 96384) 

FT /codon_start=l 

FT /db xref=="GOA: Q8l4Y8 " 

FT /db_xref ="SPTREMBL : Q8I4Y8 " 

FT /product="hypothetical protein" 

FT /locus_tag="PFL2125c" 

FT /protein id=" AAN365Q9 . 1" 

FT /translation="MVKIRKhr\^ENMELYDYMKELNENVWCYFFDDSLAHETIYHSLNEL 

FT EQIIISRLLFIQQWSERAMRLWINPNYLKKLSESIKNLVEAKILVESDMKKDNYNQYK 

FT INENFRITLLNKIYKTNTNNIFIFNNNIKEQLEREKNLYEQNLFPHKEEIFGYAQTKWN 

FT NLLHFIASPNFNSVNNYFNSNINNDDPNKYTAYDMARRKRVSKDGGPDMGRKSLDKMAS 

FT RRSYNRRRKKKKYSDDEDEFDEEEYEGEDDDNSGDDDDDDDDNDDDDDDDDDNDDDDND 

FT DDDNDDDDNDDDSGDDNDDDNDDDNDDDYTNDDNNIYFNDKANSHLLVKHQYDNHQLNN 

FT STAYVENPSDDYTYKKEDDNKTEQRKSVHFNSDIYEKAYNNLYTQQGDSNNINEMEYYM 

FT ADTKTNNNKKKKKKNKHIYAYKQNELYYKSLLNMEHSYIEEENYNNNESTFFLSNINER 

FT FMTKPSESVIEVLRRKNFLLDDPNNTKTINMSREAFSWFLKDLRSRIISLVLEYLLIID 

FT NGYVTNIAKDVYTKYQKKKNNAINNMNNNSSSGINNNINFDENIKSNHCEESKKSYDNN 

FT NNNNNNNNSSSSSSCAYITRTNKDPKKSEIYVKETLLLILSLSQCDISHPIFLENLTKA 

FT QKEFIDFGSHIGLFLKPNDSYIFITPYALLLTINNFNSQYYLSLLSNITIEGLCEEDVR 

FT KRLSKRYFHFYLLKQDEKEETYMNKDLSSDIKNKDEKSLILDKRKNITKKLINDSLYSD 

FT IKMNGSNNLEIGLIVQSNFKVYLYTSSLLKINILSHLCELQARTPNMVVGILTRRSVLN 

FT AYNSDITANQIIKFLESYSHPGKNNFKSSIPMNVITQLKLWESERHRLTLEDAIVFKSF 

FT EKDFMPHLYQQIVIWANSKNYLLYYTPWPKNNTKEFDLWIKAEKYLCCIYESKNEIIDK 

FT IKEIREKLMKKRQSG" 

FT repeat region complement ( 94023 94045) 

FT /note="AT_rich" 

FT / rp t_ t y p e=TANDEM 

FT repeat region complement ( 94368 94395) 

FT / no t e= " AT_r i ch " 

FT / rp t _t yp e=TANDEM 

FT repeat region complement (94617. .94667) 

FT /rpt_unit=TAA 

FT / rpt_type=TANDEM 

FT repeat region 94632.. 94664 

FT / rpt_type=TANDEM 

FT repeat region complement ( 94694 .. 94785) 

FT /rpt_unit=TAA 

FT / rpt_type=TANDEM 

FT repeat region 95437.. 95634 

FT / rp t_type=TANDEM 

FT repeat region 95458.. 95634 

FT /rpt_unit=CAT 

FT / rp t_type=TANDEM 

FT repeat region 95458.. 95617 

FT /rpt_type=TANDEM 

FT repeat region complement (95824. . 95855) 

FT /note="AT_rich" 

FT / rp t__ t yp e =TANDEM 

FT repeat region complement (95986. . 96092) 

FT /no t e= " AT_r i ch " 

FT / rp t_t yp e=TANDEM 

FT repeat region 96494.. 96520 

FT /rpt_type=TANDEM 

FT repeat region complement (96494 .. 96520) 

FT /rpt_unit=A 

FT / rp t_type=TANDEM 

FT repeat region complement (96577 .. 96667) 

FT /note="AT rich" 
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FT /rpt_type=TANDEM 

FT repeat region complement (96714. . 96783) 

FT /rpt_unit=TA7\AAA 

FT / rpt_type=TANDEM 

FT repeat_region complement (96839. . 96874) 

FT /note="AT_rich" 

FT / rp t_type=TANDEM 

FT repeat region complement (96925 97084) 

FT /rpt_unit=TA 

FT / rpt_type=TANDEM 

FT repeat region 97200.. 97255 

FT / rpt_type=TANDEM 

FT repeat region complement (97200 .. 97255) 

FT /rpt_unit=TA 

FT / rpt__t ype=TANDEM 

FT repeat region complement (97336. . 97363) 

FT / not e= "AT_ri ch " 

FT / rpt_t ype=TANDEM 

FT repeat region complement (97377 97454) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat region 97391.. 97454 

FT / rpt_type=TANDEM 

FT repeat. region complement (97509. . 97559) 

FT / no t e= " AT_r i ch " 

FT / rpt_t ype=TANDEM 

FT repeat region complement (97614 97656) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat region complement (97719 .. 97784) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT repeat region complement (97883 97980) 

FT /rpt_unit=TA 

FT /rpt_type=TANDEM 

FT repeat region 97908.. 97943 

FT /rpt_type=TANDEM 

FT repeat region 98046.. 98072 

FT /rpt_unit=A 

FT /rpt_type=TANDEM 

FT repeat region 98092,. 98195 

FT /rpt_unit=TATAA 

FT /rpt_type=TANDEM 

FT repeat_region 98268.. 98300 

FT /rpt_unit=A 

FT /rpt_type =TANDEM 

FT repeat region 98268.. 98292 

FT /rpt_type=TANDEM 

FT repeat_region complement (98306. . 98355) 

FT /note="AT_rich" 

FT /rpt_type=T7\NDEM 

FT repeat region complement (98377 .. 98483) 

FT /rpt_unit=TA 

FT / r p t_ t yp e =TANDEM 

FT repeat region 98804.. 98947 

FT /rpt_unit=TAA 

FT / r p t_t yp e=T ANDEM 

FT repeat region complement (98841 98881) 

FT / rp t_uni t =TA 

FT / rpt_type=TANDEM 
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FT r epeat regio n 98845.. 98881 

FT /rpt_type=TANDEM 

FT r epeat regio n complement (98973 99021) 

FT /note="AT_rich" 

FT / rpt_type=TANDEM 

FT r epeat regio n complement (99054 99089) 

FT /rpt_unit=TA 

FT / rpt_type=TANDEM 

FT r epeat regio n 99150.. 99196 

FT / rp t_uni t=TATAA 

FT / rpt_type=TANDEM 

FT r epeat regio n complement (99224 .. 99246) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT r epeat_regio n complement (99271. . 99312) 

FT /note="AT_rich" 

FT /rpt_type=TANDEM 

FT r epeat regio n complement ( 99313 .. 99341) 

FT /rpt_unit=A 

FT / rpt_type=TANDEM 

FT r epeat regio n complement (99345 .. 99557) 

FT /note="AT_rich" 

FT / rp t_type=TANDEM 

FT r epeat_regio n complement (99632 ,. 99747) 

FT /rpt_unit=TA 

FT / rp t_ t yp e =T ANDEM 

FT r epeat regio n complement (99705. . 99776) 

FT /rpt_unit=TAAA 

FT / rp t_type=TANDEM 

r epeat regio n complement ( 99862 .. 99930) 
FT /rpt_unit=TAAAA 
FT / rp t_type=TANDEM 

FT r epeat regio n complement ( 99893 .. 99930) 
FT /rpt_unit=A 
FT / rp t_type=TANDEM 

FT r epeat regio n 99948 100029 
FT / r p t _un i t =TAA 

FT / r p t_ t yp e =TANDEM 

FT r epeat regio n 99956. . 100010 
FT / rpt_t ype=TANDEM 

FT r epeat regio n complement ( 100064 100252) 
FT /note="AT_rich" 
FT /rpt_type=TANDEM 

FT r epeat_regio n 100259 .. 100285 
FT / rpt_type=TANDEM 

FT r epeat regio n complement ( 100259 .. 100285) 
FT /rpt_unit=A 
FT / rp t_t yp e=TANDEM 

FT r epeat regio n 100314 100360 
FT / rpt_type=TANDEM 

FT r epeat regio n complement (100314 .. 100360) 
FT /rpt_unit=TA 
FT / rp t_t yp e=TANDEM 

FT mRNA join(<100359. . 104318, 104502. .>104549) 

FT /locus_tag=="PFL2130w" 

FT CDS join (100359. .104318,104502. .104549) 

FT /cocion_start=l 

FT / db_x r e f = " GOA : Q8I4Y 7 " 

FT /db_x r e f = " S PTREMBL : Q8I4Y7 " 

FT /note="match to ESTs AU087805.1, BI815687.1, BI815424.1" 



